	　
	Chuanmai 39
	Chuanmai 42
	LFN
	HFN

	Raw reads
	77871896
	79960510
	82118742
	96358016

	Clean reads
	75264556
	77424320
	80166478
	93943174

	Clean bases
	11.29G
	11.61G
	12.02G
	14.09G

	Error rate(%)
	0.02
	0.02
	0.02
	0.02

	Q20(%)
	97.91
	98.11
	98.04
	97.92

	Q30(%)
	94.36
	94.75
	94.55
	94.39

	GC content(%)
	58.64
	57.34
	58.45
	58.21

	Total reads
	75264556
	77424320
	80166478
	93943174

	Total mapped
	66482058 (88.33%)
	70052050 (90.48%)
	67466730 (84.16%)
	75431462 (80.29%)

	Multiple mapped
	4966479 (6.6%)
	4497652 (5.81%)
	5317216 (6.63%)
	6854464 (7.3%)

	Uniquely mapped
	61515579 (81.73%)
	65554398 (84.67%)
	62149514 (77.53%)
	68576998 (73%)

	Reads map to '+'
	30734277 (40.83%)
	32753574 (42.3%)
	31083181 (38.77%)
	34287680 (36.5%)

	Reads map to '-'
	30781302 (40.9%)
	32800824 (42.37%)
	31066333 (38.75%)
	34289318 (36.5%)

	Non-splice reads
	43425724 (57.7%)
	44370629 (57.31%)
	43392601 (54.13%)
	48451859 (51.58%)

	Splice reads
	18089855 (24.04%)
	21183769 (27.36%)
	18756913 (23.4%)
	20125139 (21.42%)
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