Table S2 GO terms enriched in Immunity_H and Immunity_L. GO, gene oncology

ONTO

enrichme

LOGY ID Description setSize ntScore NES pvalue p.adjust gvalues rank leading_edge

cC  GO:0019814 'Mmunoglobulin 142 0.8787284 1.819717 0.000999 0.049713 0.049137 tags=86%, list =0k,

complex signal=80%

cC GO:0oazs71 'Mmunoglobuling 61 0.8563384 1750517 0.001007 0.049713 0.049137 tags=87%, list =9k,

complex, circulating signal=79%
) . tags=92%,
immunoglobulin )

MF G0:0034987 o 65 0.8438765 1.727776 0.001005 0.049713 0.049137 5545 list=15%,

receptor binding )
signal=78%
complement tags=69%, list=0%,

BP GO:0006958 activation, classical 126 0.8347035 1.726125 0.000999 0.049713 0.049137 3333 signal=63%

pathway
. =70% list=99
BP  GO:0006910 Phagocytosis, 73 0.8223429 1688376 0.001003 0.049713 0.049137 tags=70%, list=0k,
recognition signal=64%
tags=87%,
T cell receptor :
cc G0:0042101 complex 119 0.8203211 1.695757 0.000999 0.049713 0.049137 5939 list=16%,
P signal=73%
humoral immune
response mediated by tags=63%, list=9%,
BP GO:0002455 . . 139 0.813442 1.684871 0.000999 0.049713 0.049137 3333 . B
circulating signal=58%
immunoglobulin
tags=82%,

MF  G0O:0003823 antigen binding 147 0.8068972 1.671196 0.000999 0.049713 0.049137 6114 list=17%,
signal=68%
tags=76%,

CcC GO:0045095 keratin filament 94 0.8005899 1.649673 0.001001 0.049713 0.049137 5963 list=16%,
signal=63%

immune response-
regulating cell surface ta0s=40% list=6k
BP  GO:0002433 receptor signaling 138 0.8003111 16572 0.000999 0.049713 0.049137 ags=aA, ISt=0,
: . signal=38%
pathway involved in
phagocytosis
Fc-gamma receptor
signaling pathway tags=40%, list=6%,
BP GO:0038096 . . 138 0.8003111 1.6572 0.000999 0.049713 0.049137 2263 .
involved in signal=38%
phagocytosis
tags=52%,
Fc-gamma receptor i
BP G0O:0038094 . . 141 0.7984798 1.653273 0.000999 0.049713 0.049137 5805 list=16%,
signaling pathway .
signal=44%
Fc receptor mediated tags=49%,
BP G0:0002431 stimulatory signaling 144 0.7938699 1.643615 0.000999 0.049713 0.049137 5805 list=16%,
pathway signal=42%
tags=68%,
B cell receptor i
BP GO:0050853 . . 114 0.7902847 1.634695 0.000999 0.049713 0.049137 5960 list=16%,
signaling pathway )
signal=57%
tags=80%,

CcC G0:0001533 cornified envelope 65 0.7877634 1.612889 0.001005 0.049713 0.049137 6577 list=18%,
signal=66%

. tags=64%,
phagocytosis, i

BP G0:0006911 engulfment 107 0.7867859 1.626365 0.000999 0.049713 0.049137 6069 list=17%,
signal=53%
tags=69%,

complement )

BP GO:0006956 activation 164 0.785075 1.626428 0.000999 0.049713 0.049137 6175 list=17%,
signal=57%

BP  GO:.003g005 | ePsilonreceptor 167 07846856 1.624472 0.000999 0.049713 0.049137 tags=31% list =6,

signaling pathway signal=29%
tags=59%,
plasma membrane .
BP G0:0099024 116 0.7836281 1.619192 0.000999 0.049713 0.049137 6069 list=17%,

invagination

signal=49%
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tags=55%,
6069 list=17%,
signal=46%
tags=51%, list=6%,
2284 signal=48%
tags=58%,
6074 list=17%,
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tags=50%, list=6%,
signal=47%
tags=59%,
6074 list=17%,
signal=49%
tags=56%,
6234 list=17%,
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tags=47%,
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tags=66%,
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tags=74%,
6496 list=18%,
signal=62%
tags=74%,
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tags=45%,
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tags=53%,
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7602 list=21%,
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