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Supplementary Tables

Supplementary Table S1 
Bacterial strains and plasmids used in the present study

	Strain or plasmid
	Description
	Source or reference

	Strains
	

	 Bacillus subtilis
	

	  M168
	Wild type
	DSM, NBRC

	 Escherichia coli
	

	  DH5, HB101
	Laboratory strains
	Sambrook et al. 2001

	 Pseudomonas sp.
	

	  Os17
	Wild type
	NARO Genebank

	  Os17gacA
	gacA
	Takeuchi et al. 2015

	  Os17phlD
	phlD
	This study

	  Os17-1348
	1348
	This study

	  Os17-1348phlD
	1348phlD
	This study

	  Os17-1348C
	1348+1348, 1348 strain with the 1348 region in its original genomic position 
	This study

	  Os17-1349
	1349
	This study

	  Os17-1350
	1350
	This study

	  Os17-1351
	1351
	This study

	  Os17-1353
	1353
	This study

	  Os17-1353phlD
	1353phlD
	This study

	Pseudomonas chlororaphis St508
	Morohoshi et al. 2017

	Pseudomonas protegens Cab57
	NARO Genebank

	Pseudomonas syringae pv. pisi 730032
	NARO Genebank

	Pseudomonas syringae pv. tabaci 301612
	NARO Genebank

	

	Plasmids
	
	

	 pCR-Blunt II-TOPO
	Cloning vector, pUC ori; Kmr
	Invitrogen

	 pET25b (+)
	Inducible expression vector, Apr
	Novagen

	pET25-1348
	pET25b (+) containing a 1348 region , Apr
	This study

	 pME497
	Mobilizing plasmid, IncP-1, Tra, RepA(Ts); Apr
	Voisard et al. 1988

	 pME3087
	Suicide vector, ColE1 replicon, Mob; Tcr
	Voisard et al. 1994

	 pME3087phlD
	pME3087 containing a BamHI/HindIII phlD region with a deletion of 720 bp in the phlD gene; Tcr
	This study

	 pME3087-1348
	pME3087 containing a BamHI/HindIII 1348 region with a deletion of 228 bp in the 1348 gene; Tcr
	This study

	 pME3087-1349
	pME3087 containing a BamHI/HindIII 1349 region with a deletion of 408 bp in the 1349 gene; Tcr
	This study

	 pME3087-1350
	pME3087 containing a BamHI/HindIII 1350 region with a deletion of 897 bp in the 1350 gene; Tcr
	This study

	 pME3087-1351
	pME3087 containing a BamHI/HindIII 1351 region with a deletion of 1101 bp in the 1351 gene; Tcr
	This study

	 pME3087-1353
	pME3087 containing a BamHI/HindIII 1353 region with a deletion of 2316 bp in the 1353 gene; Tcr
	This study

	 pME3087c1348
	pME3087 containing a 1348 gene; Tcr
	This study

	 pME6014
	Cloning vector for the construction of translational 'lacZ fusion; Tcr
	Schnider-Keel et al. 2000

	 pME6014-1348
	Translational 1348'-'lacZ fusion under ptac; Tcr
	This study

	 pME6031
	pACYC177-pVS1 shuttle vector; Tcr
	Heeb et al. 2000

	 pME6031-OS3
	pME6031 containing 1348-1351 genes; Tcr
	This study
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Supplementary Table S2
Oligonucleotides used in the present study

	Oligonucleotide
	Description
	Source or o reference

	  1348UF
	5'-ACGTGGATCCGGTTGATGTAGAAGTTGCG-3', 
underlining indicates the artificial BamHI site
	This study


	  1348UR
	5'-CGTACTCATGGTATCTCTCC-3', 
anneals to the 5' region of 1348DF
	This study


	  1348DF
	5’-GGAGAGATACCATGAGTACGCAACAGGCGCGAATGGACTGA-3'
	This study


	  1348DR
	5'-ACGTAAGCTTTGACAGTTCCGCATATAACG-3', 
underlining indicates the artificial HindIII site
	This study


	  1349UF
	5'-ACGTGGTACCTTTGGGCGATTAACGAACAC-3', 
underlining indicates the artificial KpnI site
	This study


	  1349UR
	5'-GAAACGCTCGAAGTCGGCTT-3', 
anneals to the 5' region of 1349DF
	This study


	  1349DF
	5’-AAGCCGACTTCGAGCGTTTCAAGCCCTTGCCGTGAACTTT-3'
	This study


	  1349DR
	5'-ACGTAAGCTTCCAGATCGAGTATCGAGTT-3', 
underlining indicates the artificial HindIII site
	This study


	  1350UF
	5'-ACGTGGATCCAACAGGCGCGAATGGACTGA-3', 
underlining indicates the artificial BamHI site
	This study


	  1350UR
	5'-AGTTCCGCATATAACGCGAC-3', 
anneals to the 5' region of 1350DF
	This study


	  1350DF
	5’-GTCGCGTTATATGCGGAACTAATCTGCTGCAGGAGGTGCAT-3'
	This study


	  1350DR
	5'-ACGTAAGCTTAGGTACTCGCGCAAGTCGTA-3', 
underlining indicates the artificial HindIII site
	This study


	  1351UF
	5'-ACGTGGATCCTGAATCTGACCTTCCCTGAG-3', 
underlining indicates the artificial BamHI site
	This study


	  1351UR
	5'-CTTTTCCACTTGCAGCAGATCG-3', 
anneals to the 5' region of 1351DF
	This study


	  1351DF
	5’-CGATCTGCTGCAAGTGGAAAAGTTGGCATGGACTCAAGTGG-3'
	This study


	  1351DR
	5'-ACGTAAGCTTGAAACCAAGATGGG-3', 
underlining indicates the artificial HindIII site
	This study


	  1353UF
	5'-ACGTGGATCCTGCAGAAAGTCGGCGACAA-3', 
underlining the indicates artificial BamHI site
	This study


	  1353UR
	5'-GTTACTTTCCGAGGACACGT-3', 
anneals to the 5' region of 1353DF
	This study


	  1353DF
	5’-ACGTGTCCTCGGAAAGTAACTTGTCCCTGCTGATGGTGTT-3'
	This study


	  1353DR
	5'-ACGTAAGCTTGAGGTCGCGGTTGTTTT-3', 
underlining indicates the artificial HindIII site
	This study


	  phlDUF
	5'-ACGTGGATCCGACAACCAGGTCAAGG-3', 
underlining indicates artificial BamHI site
	This study


	  phlDUR
	5'-TTGCGGAAACATGACGTGTG-3', 
anneals to the 5' region of phlDDF
	This study


	  phlDDF
	5’-CACACGTCATGTTTCCGCAACTCAACTACGACAGCTTCGA-3'
	This study


	  phlDDR
	5'-ACGTAAGCTTGGTGACAATGATGCTGGT-3', 
underlining indicates the artificial HindIII site
	This study


	  1348proF
	5'-ACGTGAATTCTTTGGGCGATTAACGAACAC-3', 
underlining indicates the artificial EcoRI site 
	This study


	  1348proR
	5'-ACGTGGATCCTCGTACTCATGGTATCTCTC-3', 
underlining indicates the artificial BamHI site
	This study


	3087-1348U
	5'-AGTCGACCTGCAGGCATGCAATGTAGAAGTTGCGCAGGTTG -3', 
underlining anneals to the 3' region of pME3087 cut with HindIII
	This study


	  3087-1348D
	5'-AATCCGGTGAGAATGGCAAAAGTTCCGCATATAACGCGACAAAC -3', 
underlining anneals to the 5' region of pME3087 cut with HindIII
	This study


	  OS3F
	5'-ACGTAAGCTTTGGGCGATTAACGAACAC-3', 
underlining indicates the artificial HindIII site 
	This study


	  OS3R
	5'-ACGTGGTACCTGTTCTGAAACAGGATCC-3', 
underlining indicates the artificial KpnI site 
	This study


	  25F1348
	5'-GAAGGAGATATACATATGAGTACGAAAGTCAATCAGGAG-3'
	This study


	  25R1348
	5'-CTCGAATTCGGATCCTCAGTCCATTCGCGCCTGTTGCTG-3'
	This study






