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Rare variants in genes and COGs associated with thrombocyte count in patients with meningococcal meningitis sorted by P-value

Figure 2
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Contig: NC_003112|SC|contig0D00001

Contig coordinates: 184285..185031

Genome coordinates: 184285..185031

Length: 746

ID: NC_003112_00194

eC_number: 2.5.1.31

gene: uppS

inference: ab initio prediction:Prodigal:2.60,similar to AA s
locus_tag: NC_003112_00194

product: undecapreny! diphosphate synthase,Undecaprenyl py
protein_id: gnl|SC|NC_003112_00194
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Figure 4

Q-Q plot of snp GWAS p-values for thrombocyte count

Expected -log(p)

Q-Q plot of unitig GWAS p-values for thrombocyte count
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Q-Q plot of snp GWAS p-values for outcome
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Q-Q plot of unitig GWAS p-values for outcome
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