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Possible efflux transporter Unknown products
Name Product Start End Strand Lenght
SC02165 abrB1 RR 2329632 2330315 -1 684 nt
SC02166 abrB2 HK 2330312 2331562 -1 1251 nt
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AbrB2 (HK) — 416 aa (43.9 kDa)
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Figure S3. Overview of AbrB1/B2.

A) Genomic context and information of abrB1/B2 (SC02165/SC0O2166).

B) Domain architecture of AbrB1 (RR). Phosphorylation site is indicated (P-site).
C) Domain architecture of AbrB2 (HK). Phosphorylation site is indicated (P-site).



