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Figure S1 The disease incidence of different varieties after 7 days of Photophthora nicotianae inoculation. a, inoculated Xiaohuangjin 1025; b, inoculated Gexin 3; c, non-inoculated Xiaohuangjin 1025; d, non-inoculated Gexin 3.
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Figure S2 Total ions current overlaps of the quality control (QC) samplesby mass spectrometry detection. a, six samples at the beginning, one QC sample after the first six samples, and one QC sample after the last six samples under ESI positive mode; b, the first and last QC samples under ESI negative mode.
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[bookmark: OLE_LINK9][bookmark: OLE_LINK10]Table S2. Gibbs free energiesa and equilibrium populationsb of low-energy conformers of 3.

	Conformers
	In MeOH

	
	G
	P (%)

	3-1
	-1181751.9763257
	18.35

	3-2
	-1181751.88784679
	15.80

	3-3
	-1181752.12504557
	23.59

	3-4
	-1181752.13634075
	24.04

	3-5
	-1181751.97193313
	18.21

	aB3LYP/6-31+G(d,p), in kcal/mol. bFrom G values at 298.15K.
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Figure S3 Heatmap of the Top 22 discriminant metabolites in tobacco root exudates. The data were normalized with values of Log (peak area of each compound /average peak area of each compound within four groups). R, non-inoculated Gexin 3; S, non-inoculated Xiaohuangjin 1025; Ri, inoculated Gexin 3; Si, inoculated Xiaohuangjin 1025.
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