Genetic Dissection of Growth Traits in a Unique Chicken Advanced Intercross Line
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Supplementary Figure
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Supplementary Figure 1 Chromosome-wise SNP density in the GBS panel in physical distance
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[bookmark: _Hlk36649443]Supplementary Figure 2 Quantile-quantile (Q-Q) plot of all 17 traits 
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[bookmark: _Hlk36649516]Supplementary Figure 3 The Manhattan plots for 15 traits. Phenotypes including BW2 to BW6, BW10 to BW14, SC4 to SC12, SL4 to SL8 and SL12. The genome-wide 5% significance threshold -log10P was 5.99.
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[bookmark: _Hlk36649529]Supplementary Figure 4 LD decay near two QTL interval. The red line represents the LD pattern of GGA1: 168-171 Mb (543 SNPs) and the black line represents the LD pattern of GGA27: 2.16-5.16 Mb (391 SNPs).
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[bookmark: _Hlk36649538]Supplementary Figure 5 Analysis of population structure of F0 and F9. Supervised analysis showed that all F9 individuals were clustered in the middle of the two founders. Unsupervised analysis showed K=3 is the best model that consistent with the breeding process of HQLA and F9 cross.
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