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                Mpro site                 2003 SARS-CoV                  2019 SARS-CoV-2     # Non-identical 

      nsp4/5     SAVLQ/SGFRK       SAVLQ/SGFRK        0 

      nsp5/6    GVTFQ/GKFKK       GVTFQ/SAVKR        4 

      nsp6/7     VATVQ/SKMSD       VATVQ/SKMSD        0 

      nsp7/8     RATLQ/AIASE       RATLQ/AIASE        0 

      nsp8/9      AVKLQ/NNELS       AVKLQ/NNELS        0 

      nsp9/10     TVRLQ/AGNAT       TVRLQ/AGNAT        0 

      nsp10/11    EPLMQ/SADAS       EPMLQ/SADAQ        3 

      nsp12/13    HTVLQ/AVGAC       HTVLQ/AVGAC        0 

      nsp13/14    VATLQ/AENVT       VATLQ/AENVT        0  

      nsp14/15    FTRLQ/SLENV       FTRLQ/SLENV        0 

      nsp15/16    YPKLQ/ASQAW       YPKLQ/SSQAW        1 

 

Figure S1. The 11 known Mpro cleavage sites in the 2003 and 2019 SARS coronaviruses with a 

comparison of the 10-residue protein sequences spanning the cleavages sites in the two viruses. 

The alignments underneath each of the virus names (2003 SARS-CoV and 2019 SARS-CoV-2) 

were used to generate the logos shown in Fig. 1A and 1B. The cleavage sites and sequences for 

the SARS-CoV (Genbank NC_004718.3) are given in reference (10), and the equivalent sequences 

in SARS-CoV-2 were taken from its Genbank Reference Sequence, NC_045512. 
 
 
 
 

 
 



   165 SelenoF       
MVAMAAGPSGCLVPAFGLRLLLATVLQAVSAFGAEFSSEACRELGFSSNLLCSSCDLLGQFNLLQLDPDCRGCCQEEAQF          80 
ETKKLYAGAILEVCGCKLGRFPQVQAFVRSDKPKLFRGLQIKYVRGSDPVLKLLDDNGNIAEELSILKWNTDSVEEFLSE         160 
KLERI   Selenocysteine (U) at #96 changed to C for search as NetCorona ignores U 
..........................C.....................................................          80 
................................................................................         160 
..... 
  
Pos Score Cleavage 
___________________________ 
27 0.846 ATVLQ^AVSAF SelenoF 
60 0.067 none SelenoF 
65 0.073 none SelenoF 
75 0.066 none SelenoF 
79 0.064 none SelenoF 
103 0.064 none SelenoF 
105 0.219 none SelenoF 
120 0.136 none SelenoF 
___________________________ 

   499 TXNRD1         
MNGPEDLPKSYDYDLIIIGGGSGGLAAAKEAAQYGKKVMVLDFVTPTPLGTRWGLGGTCVNVGCIPKKLMHQAALLGQAL          80 
QDSRNYGWKVEETVKHDWDRMIEAVQNHIGSLNWGYRVALREKKVVYENAYGQFIGPHRIKATNNKGKEKIYSAERFLIA         160 
TGERPRYLGIPGDKEYCISSDDLFSLPYCPGKTLVVGASYVALECAGFLAGIGLDVTVMVRSILLRGFDQDMANKIGEHM         240 
EEHGIKFIRQFVPIKVEQIEAGTPGRLRVVAQSTNSEEIIEGEYNTVMLAIGRDACTRKIGLETVGVKINEKTGKIPVTD         320 
EEQTNVPYIYAIGDILEDKVELTPVAIQAGRLLAQRLYAGSTVKCDYENVPTTVFTPLEYGACGLSEEKAVEKFGEENIE         400 
VYHSYFWPLEWTIPSRDNNKCYAKIICNTKDNERVVGFHVLGPNAGEVTQGFAAALKCGLTKKQLDSTIGIHPVCAEVFT         480 
TLSVTKRSGASILQAGCCG   (Penultimate U changed to C as NetCorona ignores U)  
................................................................................          80 
................................................................................         160 
................................................................................         240 
...............................C................................................         320 
................................................................................         400 
................................................................................         480 
.............C..... 
  
Pos Score Cleavage 
___________________________ 
33 0.068 none TXNRD1 
72 0.104 none TXNRD1 
78 0.071 none TXNRD1 
81 0.123 none TXNRD1 
106 0.073 none TXNRD1 
133 0.071 none TXNRD1 
230 0.075 none TXNRD1 
250 0.070 none TXNRD1 
258 0.065 none TXNRD1 
272 0.505 RVVAQ^STNSE TXNRD1 
323 0.061 none TXNRD1 
348 0.191 none TXNRD1 
355 0.064 none TXNRD1 
450 0.107 none TXNRD1 
464 0.074 none TXNRD1 
494 0.640 ASILQ^AGCCG TXNRD1    
___________________________ 



 

B.  GCLC-a     VTFQ/A  
    nsp5/6*  VTFQ/G   

     

D.  GLRX-1     VSLQ/Q     
    nsp8/9   VKLQ/N 



 
E.  TXNRD1     SILQ/A  
    nsp12/13   TVLQ/A  

F.  SelenoF    TVLQ/A   
    nsp12/13   TVLQ/A 

     



A.  GCLC-b     AVLQ/G  
    nsp4/5  AVLQ/S  

B.  GCLC-a     VTFQ/A  
    nsp5/6*  VTFQ/G         

     



 
C.  SelenoP    ALLQ/A  
    nsp7/8  ATLQ/A  

     

D.  GLRX-1     VSLQ/Q 
    nsp8/9   VKLQ/N 

          
     

G.  GPX1       ASLU/G   
    nsp13/14 ATLQ/A 

 






