Figure S5. real time qPCR validation of RNA-seq data in DAPR vs DAP® S.aureus parents
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Legend:

® = a value of 10 Fold Changes (FC) (up-regulation) or -10 (down regulation) were indicated for incalculable FC due to the presence of a 0 value

reads in one of the strains
+ = g-value £ 0.01 according to the Rockhopper guidelines.

* = p-value < 0.05 Statistical expression analyses were performed using the relative expression software tool 2009 (REST2009).



