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Supplemental Materials 
 

 

 
 
 
Supplemental Table 1 Frequencies of Four Symptoms from Various Clinical Datasets 
 Frequencies that were used to simulate patients for the Stochastic Progression Model of 
discernible symptoms. 
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Supplemental Table 2 Frequencies of Seven Symptoms from Various Clinical Datasets 
 Frequencies that were used to simulate patients for the Stochastic Progression Model of 
commonly observed symptoms in respiratory disease. 
 
 
 
 
 
 

 
Supplemental Table 3 Initial Symptom Frequency in MERS 
Frequency of symptoms reported by patient as initial in one dataset for MERS, overall and 
separated by eventual condition of patient. 
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Supplemental Table 4 Initial Symptom Frequency in SARS 
Frequency of symptoms reported by patient as initial in one dataset for SARS. 
 
 

 
 
Supplemental Table 5 Frequencies of Four Symptoms from Various Clinical Datasets to 
Determine Sensitivity and Specificity 
 Independent frequencies that were used to simulate patients in order to determine the sensitivity 
and specificity of first symptoms as early indicators. 
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Supplemental Figure 1 Stochastic Progression Model of Four Symptoms for COVID-19 
with N=1,0992 
The most (red) and least (blue) likely paths of discernible symptoms for COVID-19 with 
N=1,099. Used as a confirmation set. 
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Supplemental Figure 2 Absolute Error Distribution in COVID-19 with N=55,924 for 
Discernible Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 
 

 
 
Supplemental Figure 3 Absolute Error Distribution in COVID-19 with N=1,099 for 
Discernible Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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Supplemental Figure 4 Absolute Error Distribution in Severe COVID-19 with N=173 for 
Discernible Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 

 
 
Supplemental Figure 5 Absolute Error Distribution in Nonsevere COVID-19 with N=926 
for Discernible Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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Supplemental Figure 6 Absolute Error Distribution in Influenza with N=2470 for 
Discernible Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 

 
 
Supplemental Figure 7 Absolute Error Distribution in MERS with N=245 for Discernible 
Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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Supplemental Figure 8 Absolute Error Distribution in SARS with N=357 for Discernible 
Symptoms 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 

 
 
Supplemental Figure 9 Absolute Error Distribution in COVID-19 with N=55,924 for 
Common Symptoms in Respiratory Diseases 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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Supplemental Figure 10 Absolute Error Distribution in COVID-19 with N=1,099 for 
Common Symptoms in Respiratory Diseases 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 

 
 
Supplemental Figure 11 Absolute Error Distribution in Influenza with N=2,470 for 
Common Symptoms in Respiratory Diseases 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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Supplemental Figure 12 Absolute Error Distribution in MERS with N=245 for Common 
Symptoms in Respiratory Diseases 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
 
 

 
 
Supplemental Figure 13 Absolute Error Distribution in SARS with N=357 for Common 
Symptoms in Respiratory Diseases 
Maximum error of this distribution was used as a conservative value to discern differences in 
transition probabilities for likely paths. 
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