Supplementary Table 1: CyTOF staining panel

CD45A HI30 Fluidigm

CD14 TuK4 Lifetechnologies

CD45B HI30 Biolegend

HLA-DR L-243 Biolegend

CD39 Al Biolegend

CD45RO UCHL1 Biolegend

CD3 UCHT1 Biolegend

CDS8 SK1 Biolegend

1L-4 8D4-8 Biolegend

CD28 CD28.2 Biolegend

PD-1 EH12.2H7 Biolegend

CDh4 SK3 Biolegend

CCR10 6588-5 Biolegend

CD25 2A3 Biolegend

CD56 HCD56 Biolegend

TNF-a Mabl1 Biolegend

TGF-b TW4-2F8 Biolegend

CD27 0323 Biolegend

CD152 BNI13 BD Pharmingen

CD127 A019D5 Biolegend

CCR4 L291H4 Biolegend

CD154 24-31 Biolegend

CXCR5 J252D4 Biolegend

CD161 HP-3G10 Biolegend

CCR7 GO043H7 Biolegend

FoxP3 PCHI101 eBioscience

CXCR3 ‘ GO25H7 Biolegend

GITR 621 Biolegend

IL1IR ‘ EPR5446 Biolegend

Ki67 20Rajl eBioscience

I1COS 2D3 Biolegend

IFN-y B27 Biolegend

IL-17A BL168 Biolegend




CCR6 GO34E3 Biolegend
CD45C HI30 Biolegend
CD45D HI30 Biolegend
GranzymeB CLB-GBI1 Abcam

CD19 HIB19 Biolegend
Va7.2 3C10 Biolegend
CD69 FNS50 Biolegend
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Supplementary Table 2 : Network properties

Non stimulated Stimulated

Network property
SSc HC SSc HC

Modularity Score 0.26 0.047 0.191 0.037
Network centralization 0.19 0.031 0.334 0.039
Network density 0.065 0.24 0.070 0.232
Avg. no. of neighbours 9.2 34.59 8.72 28.8
Negatively correlated edges | 13 659 4 480
Positively correlated edges | 566 1503 541 1320
o .
%0 negatively correlated 594 304 0.73 26.6
edges




Supplementary Figure 1: Gating strategy employed
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Supplementary Figure 2: Percentages of major immune cell lineages in peripheral blood
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Supplementary Figure 3: Percentages of T cell subsets
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Supplementary Figure 4: Percentages of B cell subsets
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Supplementary Figure 5: Differentially expressed nodes in SSc patients
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Supplementary Figure 6: Frequency of differential nodes in DeSSc vs LcSSc patients
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