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GT4_IS1 - Bacillus MW2_IS1 - Bacillus 

MW2_IS5 - Bacillus 

WO4_IS10 - Kocuria 

MW2_IS2 - Kocuria 

SO5_IS10 - Kocuria 

SW1_IS2 - Staphylococcus SO3_IS1 - Staphylococcus 

SW2_IS1.3 - Dermacoccus SO5_IS11 - Curtobacterium 
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