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Supplementary Figure S2. Domain organisation of proteins encoded on the cdiBAI locus from
Acinetobacter baumannii V15 (Genbank accession code: MK405474.1). Pfam database accession
codes are provided next to the names of the domains identified. Predictions were performed using
JACKHMMER (HmmerWeb version 2.41.1) by iterative search (up to 4 iterations) with sequences
from the whole and/or part of the protein of interest against rp55 database (version 2020 01) with
default parameters. Alignments with the resulting hits were then used as queries to perform searches
using HHPRED web version (Zimmermann et al. 2018) against Pfam 32.0 database. Hits were
determined as significant if probability value was above 80 %. The proposed HET region (De
Gregorio et. al. 2019) was identified by MARCOIL program. Please note that the two-partner
secretion domain here is represented by haemagglutination activity domain.
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