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The list of GenBank accession numbers of the final set of unique sequences of plant ureohydrolases found with 

BLAST search 
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>AFK40675.1 
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>BAI22841.1 
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>NP_001140646.1 
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>NP_001234578.1 

>NP_001237121.2 
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>NP_192629.1 

>O49046.1 

>OEL25084.1 
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>OTF92261.1 

>OVA19534.1 
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>TKR75244.1 
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>TQE01157.1 

>TVU06875.1 

>TXG62678.1 

>TYI28885.1 

>VAH24838.1 

>VAH24839.1 

>VDC91221.1 
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>VVB08601.1 

>VYS62047.1 

>XP_002301277.2 

>XP_002320051.1 

>XP_002446022.1 
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>XP_002960232.1 
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>XP_004145005.1 

>XP_004306935.1 
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>XP_006573429.1 
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>XP_006838611.1 
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>XP_007134852.1 

>XP_007218271.2 
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>XP_008784644.1 

>XP_009134113.1 

>XP_009396988.1 
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>XP_009628685.1 
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>XP_010455297.1 
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>XP_018729674.1 
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