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[bookmark: _GoBack]Supplementary Figure 11. Overview of enriched functional groups extracted from GSEA using the MapMan database for DEGs following treatment of plants with AN and at different time points after inoculation with P. cinnamomi. ES= Enrichment score.
image1.jpeg
~PROTEIN_DEGRADATION_USIGUITI_E3_SCF_FB0X.

NOT_ASSIGNED_NO_ONTOLOGY
'NOT_ASSIGNED_NO_ONTOLOGY_AGENET_DOAN-CONTAINING_PROTEIN

ANA_REGULATION_OF _TRANSCRITION_B3_TRANSCRIPTION_FACTOR_FANLY

g

-0.3

u
(2]
<
(7]

-0.2

=3

-0.1

0.0

m
%)

>
=z

o~

=

.1
0.2
03

o

04

TRANSPORT_AMNN0_ACDS
A REGULATION_OF_TRANSCRIPTION,H8 HOMEQSOX_TRANSCRIPTION FACTOR_FAMILY

MISC_UDP_GLUCOSTL_AND_GLUCORONYL_TRANGFERASES

RNA REGULATION_OF_TRANSCRIPTION_MADS. SOX TRANSCRIPTION_FACTOR_FAWLY
MISC_OXDASES_- COPPER,_FLAVONE ETC.

MISC_PROTEASE_INHBITORISEED._STORAGEIPID_TRANSFER_PROTEN_(LTP)_FAMLY_PROTEI
~PROTEIN_DEGRADATION_SERINE_PROTEASE

RNA REGULATION_OF_TRANSCRITTION_UNGLASSIFED

NOT_ASSIGNED_umknown

NOT_ASSIGNED_No_ONTOLOGY

‘SIGNALLING. RECEPTOR_KINASES_WALL ASSOCIATED KINASE
CELL_WaLL_CeLL WAL PROTEINS.HRGP

H-3_vs_Al

o

-0.2

0.0

m

S

=z
w

0.2

0.4

L

-0.2

00

m
[

02

04




