Table S2. Synthetic DNA sequences of SsNE2 tagged with various targeting signals*. 
Construct Name                                            DNA Sequence  
	SP-SsNE2-NLS
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGCAATTCTCATCTGCTCTTATCTCTGCCATCACCGTTGCTCTTGCTTCGGCTGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGCCTAAGAAGAAGAGAAAGGTTGACCCAGCTTTCTTGTACAAAGTGGTCCCC

	SP-SsNE2-NES
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGCAATTCTCATCTGCTCTTATCTCTGCCATCACCGTTGCTCTTGCTTCGGCTGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGAACGAGCTTGCTCTTAAGTTGGCTGGACTTGATATTGACCCAGCTTTCTTGTACAAAGTGGTCCCC

	SP-CBL-SsNE2∆SP-NES
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGGGCTGCTTCCACTCAAAGGCAGCAAAAGAATTTGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGAACGAGCTTGCTCTTAAGTTGGCTGGACTTGATATTGACCCAGCTTTCTTGTACAAAGTGGTCCCC

	SP-CBL-SsNE2-NES
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGCAATTCTCATCTGCTCTTATCTCTGCCATCACCGTTGCTCTTGCTTCGGCTGGCTGCTTCCACTCAAAGGCAGCAAAAGAATTTGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGAACGAGCTTGCTCTTAAGTTGGCTGGACTTGATATTGACCCAGCTTTCTTGTACAAAGTGGTCCCC

	SP-SsNE2-GFP-KDEL
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGCAATTCTCATCTGCTCTTATCTCTGCCATCACCGTTGCTCTTGCTTCGGCTGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCGTGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTTTCAAGATACCCAGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGAGGGATACGTGCAGGAGAGGACCATCTTCTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCAAGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGGAGGACGGAAACATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCATGGCCGACAAGCAAAAGAACGGCATCAAAGCCAACTTCAAGACCCGCCACAACATCGAAGACGGCGGCGTGCAACTCGCTGATCATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAAAAAGATGAGTTGTGAGACCCAGCTTTCTTGTACAAAGTGGTCCCC

	SPPR1-SsNE2
	GGGGACAAGTTTGTACAAAAAAGCAGGCTTCATGGGATTTGTTCTCTTTTCACAATTGCCTTCATTTCTTCTTGTCTCTACACTTCTCTTATTCCTAGTAATATCCCACTCTTGCCGTGCCGCCACCATTGGACAACGTGACGAGGCCGTCTTCAAGGTCTCTGACTTCAGCGCAGGCTGTATCCAACACAGCACCCAGTGCCTCTACCACTTCACTCTCATCCAACCCGGTACCATGGAGACCGTCGGTGTTGAATGTTCCGCCCTCGTTAGCGCCTACACCAATGGCTCCCTCCCCAACATCGGCAAATGGCAAGGCAAATGCAAGGATTCTTCCCGCACTTTCTGGGTTGTCCGTCAAAACGAGGGTCTTAAGCTCTGGGCTTCTCAACCAGTTACTCCAGCTAGCAACCAAACCGCATCCCACCTCCTCCCAGGCACTGACTTTGAAATGATCAAATACTCTATCGGTAGCGTTGACAGCTACACTGGACCAACTGCTTTCGACTTGACCTACGACTGGGACCCAGCTTTCTTGTACAAAGTGGTCCCC


[bookmark: _GoBack]* AttB site sequences are denoted in bold font. Various targeting signals in each construct are marked in gray.
