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[bookmark: _GoBack]Supplementary Figure S1 | Protein alignment between EF-Tu proteins of Cyanobacterium Synechocystis (SP | P74227 | EFTU_SYNY3) and Arabidopsis (AT | AT4G20360 | EFTU_RABE1B). The peptide in red box was identified as YAP1C cross-linked in this study (Supplementary Dataset S2).
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