[bookmark: _GoBack]Supplementary Table S6. Non-cellulosic sugar composition of cell wall extracts prepared from the fast softening ‘AC-F’ and the slow softening ‘AC-S’ genotype of Actinidia chinensis var. chinensis by sequential extraction of cell wall material over softening. Data are from ‘season 1’ and ‘season 2’, analyzed using at least two technical replicates for neutral sugar and three technical replicates for UA analysis per season. Values are given in µg∙mg-1 polysaccharide material in the anhydro (= polymeric) form. Statistical significance of means of monosaccharide residues between the two genotypes at the same FC is represented by grey shading (P <0.05).  Rha, rhamnose; fuc, fucose; ara, arabinose; xyl, xylose; man, mannose; gal, galactose; glc, glucose; UA, uronic acid; WS, water soluble; CWR, cell wall residue; FC, firmness category.
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AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S'

FC1 rha 1.4 2.3 2.1 4.9 1.6 4.3 2.7 6.5 6.2 3.8 2.4 11.3

fuc 3.7 1.2 2.5 1.9 0.4 0.8 0.7 1.0 0.5 0.4 0.2 0.8

ara 30.0 13.0 28.7 20.6 5.0 5.4 7.8 6.2 9.5 5.3 5.1 14.7

xyl 20.6 9.4 20.8 13.9 3.8 8.7 8.3 10.7 0.7 1.0 0.6 5.2

man 17.4 6.6 11.9 5.8 2.2 2.6 2.3 5.1 0.5 1.0 0.3 1.5

gal 98.1 39.7 77.2 44.4 17.0 5.0 24.4 13.6 28.0 12.1 15.9 21.5

glc 80.8 48.4 56.1 37.3 15.5 4.4 12.3 7.8 28.6 2.2 3.7 7.9

UA 183.8 202.7 155.7 318.6 236.9 338.4 409.6 338.4 425.3 359.7 552.1 452.1

FC2 rha 3.5 1.9 1.8 5.0 2.6 3.1 1.8 6.7 7.4 9.3 7.8 16.3

fuc 2.0 0.5 2.1 1.6 0.9 0.4 0.4 1.2 0.6 0.9 0.5 1.3

ara 21.9 15.8 20.6 20.6 5.5 4.7 4.4 6.7 12.2 10.2 15.6 12.6

xyl 15.9 6.4 14.0 11.6 8.0 5.5 5.0 11.5 4.3 3.1 1.2 3.3

man 8.9 3.6 6.6 3.8 1.4 2.0 1.5 5.2 1.7 1.3 0.9 1.5

gal 59.2 26.2 51.9 34.5 23.0 8.3 12.3 9.4 40.9 18.1 25.1 18.5

glc 30.7 22.0 37.8 26.3 17.1 6.4 10.4 6.6 12.3 11.6 2.0 6.6

UA 384.0 301.3 263.5 267.4 479.7 327.6 389.9 327.6 366.8 515.8 511.1 560.2

FC3 rha 6.1 3.4 3.9 9.6 1.9 3.0 1.8 5.3 11.1 10.7 8.7 14.4

fuc 1.6 1.9 1.5 0.9 0.2 0.3 0.4 0.8 0.7 0.9 0.4 0.8

ara 17.6 10.3 19.4 20.1 4.9 5.2 5.3 7.3 16.2 14.6 11.4 11.5

xyl 11.8 5.4 12.3 8.4 1.0 2.3 1.8 6.2 1.7 3.2 1.2 3.0

man 4.2 2.6 4.0 2.0 0.9 1.3 0.8 3.7 0.6 1.2 0.2 1.4

gal 28.3 21.9 38.2 24.9 7.5 12.3 6.9 6.7 28.7 28.8 19.0 22.8

glc 16.4 12.8 26.4 15.2 9.0 3.3 1.9 11.1 5.2 13.4 1.4 29.3

UA 428.6 506.2 468.8 515.8 401.3 388.1 358.3 305.0 344.6 479.9 481.0 405.5

FC4 rha 7.0 6.5 8.0 8.2 4.5 4.9 2.7 6.0 8.9 6.8 4.5 10.1

fuc 0.9 1.8 1.3 0.7 0.7 0.6 0.3 1.1 0.8 0.8 0.3 1.1

ara 15.1 11.4 25.6 16.4 12.5 6.4 6.3 5.8 14.0 8.6 6.5 14.8

xyl 4.0 3.9 9.9 5.8 2.2 4.6 1.6 12.4 4.2 6.0 2.3 11.2

man 2.1 1.8 3.1 1.6 1.4 1.9 0.9 5.8 1.6 1.8 0.7 3.1

gal 20.1 19.3 35.3 21.0 9.4 13.9 5.4 12.9 25.3 22.4 8.1 18.1

glc 7.5 7.3 15.9 4.8 3.4 8.6 5.2 10.9 4.2 5.1 2.1 8.6

UA 410.9 534.6 476.1 575.8 284.1 255.8 353.1 255.8 297.4 237.1 278.9 125.6
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season 1 season 2

AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S' AC-F' AC-S'

FC1 rha 3.9 5.9 1.5 3.6 8.6 5.9 3.6 8.9 1.8 1.6 0.5 1.2

fuc 1.0 1.9 0.4 1.7 1.3 0.5 0.7 2.8 0.1 0.0 0.1 0.3

ara 9.2 7.5 3.1 9.1 15.4 8.3 6.3 12.5 3.2 2.1 0.9 2.6

xyl 63.5 75.9 11.1 66.2 44.8 15.9 18.6 84.1 6.7 11.2 2.1 9.0

man 8.5 21.0 1.6 8.2 23.9 10.9 9.2 41.9 4.3 4.7 0.9 5.9

gal 39.8 42.6 13.9 29.3 95.7 40.6 40.7 68.4 18.2 12.3 4.8 10.5

glc 56.2 143.2 15.6 99.6 100.4 32.6 41.1 148.6 56.3 56.8 12.6 75.4

UA 168.3 117.2 138.3 199.1 107.6 174.4 135.9 175.1 115.5 78.8 67.5 72.6

FC2 rha 3.3 3.8 8.6 7.1 9.0 2.4 2.3 3.7 0.9 4.0 0.2 1.3

fuc 1.8 2.1 1.2 4.5 1.0 1.6 0.6 2.3 0.1 0.0 0.1 0.2

ara 10.8 6.0 26.5 21.4 2.4 5.3 4.1 5.3 1.7 5.2 0.6 2.3

xyl 44.7 103.2 65.0 124.8 42.3 16.1 25.5 56.0 3.2 36.8 2.7 6.1

man 8.3 27.7 6.1 9.7 27.8 12.4 12.7 22.8 4.0 0.0 1.0 6.1

gal 33.4 41.5 67.1 34.2 87.5 25.7 29.9 27.7 11.0 17.0 3.0 7.8

glc 96.8 162.4 66.9 52.0 126.1 33.4 57.3 105.5 54.8 52.0 13.0 79.9

UA 142.4 113.3 145.4 199.7 44.3 139.9 93.9 143.1 63.1 101.3 33.9 79.7

FC3 rha 3.7 5.1 8.0 4.2 10.1 3.8 2.7 8.5 1.4 0.9 0.3 0.6

fuc 1.3 2.1 1.1 4.2 0.7 0.7 0.7 2.7 0.1 0.1 0.0 0.1

ara 9.1 7.2 22.2 17.7 14.1 5.3 4.8 11.4 2.6 1.5 0.7 0.8

xyl 51.4 92.5 47.1 102.2 30.4 24.8 22.9 67.3 6.2 13.1 1.4 5.4

man 15.0 29.8 9.3 7.4 31.6 19.1 14.7 22.2 4.0 6.0 1.2 1.6

gal 29.2 44.8 57.8 23.6 77.6 32.2 34.0 62.5 14.5 9.6 4.1 3.7

glc 84.2 144.6 54.2 53.3 104.9 57.3 45.3 141.3 55.6 59.9 13.9 19.1

UA 131.3 121.4 107.6 117.4 71.7 129.8 78.0 256.7 67.5 102.9 70.5 119.1

FC4 rha 2.9 2.7 2.4 1.9 3.8 8.9 1.6 7.3 0.4 0.6 0.2 0.6

fuc 1.3 0.5 1.1 2.0 0.8 1.0 0.6 2.4 0.1 0.1 0.0 0.1

ara 7.0 3.9 9.8 5.3 5.8 10.3 2.4 8.7 1.1 0.9 0.6 1.0

xyl 57.0 55.7 54.3 42.1 42.8 30.6 27.6 131.6 4.7 22.8 3.3 13.0

man 14.5 22.7 5.4 17.6 32.6 22.3 19.4 43.5 4.7 4.7 1.7 2.7

gal 27.1 25.0 12.9 18.7 35.1 52.1 16.9 45.1 7.7 7.4 2.4 3.8

glc 81.2 76.1 42.2 83.6 88.6 66.6 61.6 188.2 54.6 55.9 24.2 40.2

UA 125.1 67.5 100.8 106.7 58.5 86.5 42.4 147.7 57.2 97.4 29.4 95.5

season 1 season 2 season 1 season 2

1M KOH 4M KOH CWR


