
 
 

Figure S6. Schematic representation of the molecular functions (PANTHER Classification System) and the proportion of candidate 

genes identified in the genome-wide association analyses for the slope of the genomic reaction norms based on reproductive traits in 

four maternal-line pig populations. 
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Figure S7. Schematic representation of the biological processes (PANTHER Classification System) and the proportion of candidate 

genes identified in the genome-wide association analyses for the slope of the genomic reaction norms based on reproductive traits in 

four maternal-line pig populations. 
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Figure S8. Schematic representation of the cellular components (PANTHER Classification System) and the proportion of candidate 

genes identified in the genome-wide association analyses for the slope of the genomic reaction norms based on reproductive traits in 

four maternal-line pig populations. 
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