Figure S2. This file shows the significantly enriched KEGG pathways by downregulated 535 proteins in 4 oC S. putrefaciens versus 15 and 30 oC. Deep green: protein enriched to the pathway; light green: species enriched to the pathway; red ring or blue ring: protein set.
(A) Pathway ID: spc 00280. KEGG Description: Tyrosine metabolism
[image: ]
(B) Pathway ID: spc 00280. KEGG Description: Oxidative phosphorylation
[bookmark: _GoBack][image: ]
(C) Pathway ID: spc 00280. KEGG Description: Valine leucine and isoleucine degradation
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(D) Pathway ID: spc 00640. KEGG Description: Propanoate metabolism
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(E) Pathway ID: spc 00360. KEGG Description: Phenylalanine metabolism
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