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Supplementary Table 1. Antibodies list.

Antibody

Company

Dilution

Primary Antibody

Rabbit monoclonal to JAK?2

Rabbit monoclonal to p-JAK2

Rabbit monoclonal to STAT3

Rabbit monoclonal to p-STAT3

Rabbit monoclonal to IKK alpha (IKKA)
Rabbit monoclonal to NFKB

Rabbit monoclonal to GAPDH

Secondary Antibody

Goat Anti-Rabbit IgG H&L (HRP)

Abcam (UK)
Abcam (UK)
Abcam (UK)
Abcam (UK)
Abcam (UK)
Abcam (UK)
Abcam (UK)

Abcam (UK)

1:5000
1:5000
1:1000
1:10000
1:20000
1:5000
1:10000

1:10000

Supplementary Table 2. Primers list.

Gene

Species

Sequence (5°-3”)

Sequence (5°-3)

Inc-ITSN1-
2
IL-23R
IFN-y
TNF-a
IL-6
IL-10
IL-17
IL-1B
IL-18
T-bet
RORC
GAPDH

Human

Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human

GCTTCACTCGCTTGCTTACA

TTAGAGACAGAAGAAGAGCAACAG
TCGGTAACTGACTTGAATGTCCA
CCTCTCTCTAATCAGCCCTCTG
CTTCGGTCCAGTTGCCTTCTC
AGGGCACCCAGTCTGAGAACA
TCCCACGAAATCCAGGATGC
ATGATGGCTTATTACAGTGGCAATG
CAAGTTCTCTTCATTGACCAAGGAA
GGTTGCGGAGACATGCTGA
GTGGGGACAAGTCGTCTGG
GGAGCGAGATCCCTCCAAAAT

GGTTCTGTCTTGCCTTCTGTT

GCAGAAGGTATCACTATATCATCCA
TCGCTTCCCTGTTTTAGCTGC
GAGGACCTGGGAGTAGATGAG
AGGTGAGTGGCTGTCTGTGT
CGGCCTTGCTCTTGTTTTCAC
GGATGTTCAGGTTGACCATCAC
AGTGGTGGTCGGAGATTCGTA
TCACAGAGATAGTTACAGCCATACC
GTAGGCGTAGGCTCCAAGG
AGTGCTGGCATCGGTTTCG
GGCTGTTGTCATACTTCTCATGG




GO:0051373~FATZ binding - =
GO0:0019955~cytokine binding - =
GO:0008009~chemokine activity - »
G0:0019901~protein kinase binding- ®
G0:0005515~protein binding -
G0:0031432~titin binding - =
GO0:0051371~muscle alpha-actinin binding - »
G0:0034663~endoplasmic reticulum chaperone complex - 4
GO0:0070098~chemokine-mediated signaling pathway - ®
G0:0005576~extracellular region =
G0:0005886~plasma membrane -
GO0:0005859~muscle myosin complex - 4
G0:0048248~CXCR3 chemokine receptor binding-=
G0:0030240~skeletal muscle thin filament assembly - ¢
G0:0002250~adaptive immune response - @
GO:0031674~ band - 4
GO0:0003779~actin binding~ ®
GO:0030017~sarcomere - 4
GO0:0006955~immune response- ®
GO:000694 1~striated muscle contraction - ®
GO0:0031430~M band - 4
G0:0008307~structural constituent of muscle - »
GO0:0060048~cardiac muscle contraction- ®
G0:0030018~Z disc- 4
G0:0009897~external side of plasma membrane- A
GO0:0045214~sarcomere organization - ®
G0:0005887~integral component of plasma membrane -
GO:0006936~muscle contraction- ®

GO:0006954~inflammatory response=~ ®

G0:0030049~muscle filament sliding - ®
00

hsa05321:Inflammatory bowel disease (IBD)- @
hsa04380;Osteoclast differentiation = [ ]
hsa04916:Melanogenesis - L ]
hsa04925:Aldosterone synthesis and secretion - L ]
hsa04961:Endocrine and other factor-regulated calc- @

hsa04260:Cardiac muscle contraction= @

hsa05205:Proteoglycans in cancer = [ ]

hsa05416:Viral myocarditis~ @
hsa04971:Gastric acid secretion = [ ]
hsa05414:Dilated cardiomyopathy = [ ]
hsa04974:Protein digestion and absorption = ®
hsa00380: Tryptophan metabolism- @
hsa05217:Basal cell carcinoma- @
hsa04270:Vascular smooth muscle contraction = [ ]
hsa04670:Leukocyte transendothelial migration = [ ]
hsa04964:Proximal tubule bicarbonate reclamation - ©
hsa05323:Rheumatoid arthritis - [ ]

hsa04062:Chemokine signaling pathway = =]

hsa05150:Staphylococcus aureus infection = [ ]
hsa01100:Metabolic pathways =
hsa04261 gic signaling in - [ ]
hsa04668: TNF signaling pathway - ®
hsa05144:Malaria - ®
hsa05166:HTLV-I infection =
hsa04740:Olfactory transduction = «

hsa04022:cGMP-PKG signaling pathway = @

hsa04621:NOD-like receptor signaling pathway = [
hsa04024:cAMP signaling pathway =
hsa04060:Cytokine-cytokine receptor interaction =
hsa05340:Primary immunodeficiency =
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Supplementary Material

Supplementary figure 1. Enrichment analysis. A. GO enrichment analysis for DELs; B. KEGG enrichment
analysis for DELs. DELSs, differentially expressed IncRNAs; GO, Gene Ontology; KEGG, Kyoko Encyclopedia

of Genes and Genomes.
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Supplementary figure 2.

Regulatory network of top DELs. DELSs, differentially expressed INCRNAs.
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Supplementary figure 3. IL-23R in IBD patients and HCs. A. Comparison of intestinal mucosa IL-23R among
HC, A-CD, R-CD, A-UC and R-UC; B. Comparison of PBMC IL-23R among HC, A-CD, R-CD, A-UC and R-
UC. IBD, inflammatory bowel disease; HC, health control; A-CD, active Crohn’s disease; R-CD, Crohn’s
disease with remission; A-UC, active ulcerative colitis; R-UC, ulcerative colitis with remission; PBMC,
peripheral blood mononuclear cells.
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Supplementary figure 4. JAK2/STAT3 pathway and NF-xB pathway detection

GAPDH

JAK2, pJAK2, STATS3, pSTAT3, IKKA and NF-«kB expressions in LV-scramble group, LV-anti-Inc-ITSN1-2
group, and LV-anti-Inc-ITSN1-2 & LV-IL-23R group of CD (A) and UC (B) CD4" T cells. CD, Crohn’s
disease; UC, ulcerative colitis.
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Supplementary figure 5. Rescue experiment: miR-125a knockdown in Inc-ITSN1-2 knockdown treated CD4*
T cells. Comparison of miR-125a among groups (A). Comparison of Inc-ITSN1-2 expression (B), miR-125a
expression (C), CD25" cell percentage (D), CD69" cell percentage (E), CD4" T cell proliferation (F-H), IFN-y
expression (1), TNF-a expression (J), IL-17 expression (K), T-bet expression (L), RORC expression (M)
between LV-anti-Inc-ITSN1-2 & LV-anti-miR-125a group and LV-anti-Inc-ITSN1-2 group. NS, P>0.05; *,
P<0.05; **, P<0.01; ***, P<0.001. HC, health control; CD, Crohn’s disease; UC, ulcerative colitis.
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Supplementary figure 6. Rescue experiment: IL-23R knockdown in miR-125a knockdown treated CD4* T
cells. Comparison of IL-23R among groups (A). Comparison of miR-125a expression (B), IL-23R expression
(C), CD25" cell percentage (D), CD69" cell percentage (E), CD4" T cell proliferation (F-H), IFN-y expression
(), TNF-a expression (J), IL-17 expression (K), T-bet expression (L), RORC expression (M) between LV-anti-
miR-125a & LV-anti-IL23R group and LV-anti-miR-125a group. NS, P>0.05; *, P<0.05; **, P<0.01; ***,
P<0.001. HC, health control; CD, Crohn’s disease; UC, ulcerative colitis.
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Supplementary figure 7. Luciferase Reporter assays. Designed mutant (Mut) sequence of Inc-ITSN1-2 binding
to miR-125a (A), Relative luciferase activity among groups (B); Designed mutant (Mut) sequence of IL-23R
binding to miR-125a (C), Relative luciferase activity among groups (D). NS, P>0.05; *, P<0.05; **, P<0.01.



