
Table S5. Primer sequences for qRT-PCR. 

Gene ID Annotation Primer Sequence (5’3’) Product 

length (bp) 

111036240 aspartate aminotransferase Forward (F) CCTCCAAACCACGGTGCTAA 146 

Reverse (R) GCACCTTCATCCTCGAGAGC 

111028794 Forward (F) ACACAGGCCCCCTATCTGAA 122 

Reverse (R) CCGACGGCCACATAACTGTA 

111030241 Forward (F) CGGCCTCCGAAAAACACAAG 128 

Reverse (R) TACGACGCCCATCACTATGC 

111032907 Forward (F) CGGTCTAGTAACTGGAGGAGAC 104 

Reverse (R) CCAACGGTTGATCTGAGGAT 

111031294 Forward (F) GCATCAGGACCCAGGGAAAA 121 

Reverse (R) ATACCGTTGCGTCCCAGTTT 

111028373 Forward (F) GTCAGTTGCACTGATTGCCG 132 

Reverse (R) GACGGTGCGGCCTTTAAATC 

111041315 Forward (F) CCGAGAACAGTTTTGTTTTGTGG 150 

Reverse (R) TCAAAATGAGCTGTGCCTACAC 

111039505 Forward (F) AATAGTACTCCGGAAGGTTTTCAG 102 

Reverse (R) TGGATGGTCGTGGTTTTGGA 

111042207 Forward (F) TGATGCTGTTCGAGGGGTTC 136 

Reverse (R) ATGTACGACGGTATGACGGC 

111033224 Forward (F) GCCGAGAATGAGTTGACACG 149 

Reverse (R) GAGCTTTAGATGGCGACCGA 

111039259 Forward (F) GGAAAATTGCACCGGCACAT 129 

Reverse (R) CGGTTTTTCGCCAGTGTGAG 

111029901 Forward (F) TACGTATACCAGGCGGGACA 133 

Reverse (R) TCCTCGTCGTCCCTCAGATT 

111040386 Forward (F) CGGTTGTGTTTTAGAATTTGGACC 146 

Reverse (R) GGTCACACGGGGTACTTGTT 

111026202 Forward (F) TGTGCAGCAGTCAGTCAGTT 129 

Reverse (R) TCGCACCTGTAATTCGTGGG 

111031688 Forward (F) GCAACGCCTTCAGACCCTAT 116 

Reverse (R) TGGTTCAGTTGTACCCCACG 
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Forward (F) TGCCGGAGTCTGTACTCAAA 92 

Reverse (R) CACGCGTTCTTTACGTTCCT 


