
  

Figure S1. Phenotype analysis of varieties with InDel I (A) and InDel II (B) in HDA710 by hypergeometric distribution (*P<0.05; 

**P<0.01; ***P<0.001).  



 

 

 

 

Figure S2. Immunoblot to detect H3K9ac and H3K27ac levels in 

35S::HDA710-antisense, 35S::HDA710-sense, Nipponbare. Protein loading was 

assessed using an antibody that recognizes histone H3. 



 
Figure S3. Chlorophyll content of leaf tip, leaf center and leaf base of flag leaves. 

Measurement of chlorophyll content in leaf tips (A), leaf center (B) and leaf base (C) 

of flag leaves at different growth stages. The asterisks reoresent the significant 

significant difference of Nipponbare, 35S::HDA710-antisense, and 

35S::HDA710-sense (*P<0.05; **P<0.01; ***P<0.001).  



 

Figure S4. Phenotypic analysis of Nipponbare, 9311, and TQ.  

(A) Flag leaf and the second top leaf of Nipponbare, 9311 and TQ. (B) Relative 

chlorophyll content in leaf tip, leaf center and leaf base. (C) Relative electric 

conductivity of Nipponbare, 9311, and TQ flag leaves at 114 days. The error bars in 

(B) and (C) represent the standard error of replicates. The asterisks represent the 

significant difference between Nipponbare, 9311, and TQ (*P<0.05; **P<0.01; 

***P<0.001).



 

Figure S5. Comparative analysis of the differentially expressed genes among 

35S::HDA710-sense, 35S::HDA710-antisense, and Nipponbare (WT). 

(A) Up-regulated and down-regulated genes in 35S::HDA710-sense compared with 

35S:: HDA710-antisense, 35S::HDA710-sense compared with Nipponbare, and 

Nipponbare compared with 35S:: HDA710-antisense  (fold change >1.7, q-value 

<0.05). (B) SEACOMPARE analysis of the differentially expressed genes (by agriGO 

v2.0). 



Figure S6. Significance analysis of the 2809 differentially expressed genes with 

277 BTH-inducible and WRKY45-dependent genes, and the detail information of 

the 51 overlapping genes. 



 

Figure S7. Natural variation of OsGSTU12 between japonica and indica 

accessions. 



 

 

Figure S8. qRT-PCR of HDA710 under normal conditions and MV treatment for 

6 h and 24 h. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Table S1. The InDels and geographical distribution of 3,010 rice accessions (listed in 

separated files). 

 

 

Table S2. Expression levels of 18 HDACs in Nipponbare and 9311 under control and 

MV treatment (listed in separated files). 

 

 

Table S3. One-way ANOVA results for comparisons in Figure 2. 

Comparison  df SS MS F P-value 

Figure 2E:  

chlorophyll 

content for 

different lines 

Genotype 4 1.157303 0.289326 79.80958 7.30E-14 

error 25 0.09063 0.003625   

Total 29 1.247933    

Figure 2F: 

relative electric 

conductivity for 

different lines 

Genotype 4 464.4593 116.1148 5.698979 5.40E-03 

error 15 305.6201 20.37   

Total 

19 

770.0794  

  

df: degree of freedom; SS: stdev square; MS: mean square 

 

 

Table S4. RNA-seq mapping rates for Nipponbare, 35S:HDA710-sense, and 

35S:HDA710-antisense lines. 

Sample Reads all 
Mapped 

reads 

concordant pair 

alignment rate 

Nipponbare rep1 23835875 21756156 91.3% 

Nipponbare rep2 25893942 23702511 91.5% 

Nipponbare rep3 27666295 25080401 90.7% 

35S::HDA710-sense rep1 26722652 23979051 89.7% 

35S::HDA710-sense rep2 21056503 18694249 88.8% 

35S::HDA710-sense rep3 23018568 20773662 90.2% 

35S::HDA710-antisense rep1 35292981 31878942 90.3% 

35S::HDA710-antisense rep2 19678327 17973886 91.3% 

35S::HDA710-antisense rep3 20581258 18739364 91.1% 

 

 

Table S5. RNA-Seq of HDA710-antisense, HDA710-sense, and Nipponbare lines 

(listed in separated files). 

 

 

Table S6. Top 300 co-expressed genes of HDA710 (listed in separated files). 

 

 



Table S7. Primers for qRT-PCR and vector construction. 

Primer ID Forward Reverse 

HDA710-sense (for 

qRT-PCR) 
AGTACCAGAACCGATGGCAG GTTGATGGCCATCGAATTTG 

HDA710-antisense (for 

qRT-PCR) 
AGGCAATACTGGACGTGGAG TTCGCCTGAAAGTTCCATCT 

GSTU12 (for qRT-PCR) ATGAGGGCGTCAAGAGGTT AGCTCGATCAGCTTGTCCAC 

HDA710-sense (for 

vector) 
GCTCTAGAATGGACCCCTCGTCGGC GGGGTACCCTCATACATAAAAACGTAGGAA 

HDA710-antisense (for 

vector) 
GGGGTACCATGGACCCCTCGTCG GCTCTAGACTCATACATAAAAACGTAGGAA  

OsGSTU12  (for 

vector) 

TCCCCCGGGGGACAGAGCTCGCAACT

CACAAG 

CGGGGTACCCCGAGGGCATACATGTGCTTC

TT 

 


