
Samples

Pe
rc

en
t o

f c
om

m
un

ity
 a

bu
nd

an
ce

 o
n 

G
en

us
 le

ve
l

Lactobacillus
norank_f__Bacteroidales_S24-7_group
Lachnospiraceae_NK4A136_group
Odoribacter
Alistipes
unclassified_f__Lachnospiraceae
norank_f__Lachnospiraceae
Lachnoclostridium
Rikenellaceae_RC9_gut_group
Lachnospiraceae_UCG-006
Helicobacter
Alloprevotella
Desulfovibrio
norank_f__Erysipelotrichaceae
Bacteroides
unclassified_f__Ruminococcaceae
norank_f__Clostridiales_vadinBB60_group
Prevotellaceae_UCG-001
Enterorhabdus
Roseburia
norank_f__Ruminococcaceae
Anaerotruncus
Rikenella
[Eubacterium]_xylanophilum_group
Coprococcus_1
Ruminiclostridium
Oscillibacter
Lachnospiraceae_UCG-001
Ruminococcaceae_UCG-014
Faecalibaculum
Bilophila
Akkermansia
unclassified_f__Erysipelotrichaceae
Acetatifactor
norank_f__Rhodospirillaceae
Erysipelatoclostridium
othersC1 C2 C3 C4 C5 M1 M2 M3 M4 M5 Z1 Z2 Z3 Z4 Z5

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1

CTRL Model GBFXDA



Proportions(%)

0 5 10 15 20 25 30 35

Lachnospiraceae
Bacteroidales_S24-7_group

Rikenellaceae
Lactobacillaceae

Porphyromonadaceae
Ruminococcaceae

Prevotellaceae
Erysipelotrichaceae
Helicobacteraceae

Desulfovibrionaceae
Clostridiales_vadinBB60_group

Bacteroidaceae
Coriobacteriaceae

Verrucomicrobiaceae
Peptococcaceae

Family_XIII
norank_o__Gastranaerophilales

Anaeroplasmataceae
Deferribacteraceae
Mycoplasmataceae

Rhodospirillaceae
Unknown_Class_p__Saccharibacteria 

norank_o__Mollicutes_RF9
unclassified_o__Bacteroidales

Bifidobacteriaceae
unclassified_o__Clostridiales

Streptococcaceae
unclassified_p__Firmicutes

Alcaligenaceae
Christensenellaceae

Pvalue

95% confidence intervals

Difference between proportions(%)

-15 -10 -5 0 5 10 15 20 25

Model
GBFXD

Proportions(%)

0 5 10 15 20 25 30 35 40

Lactobacillaceae
Lachnospiraceae

Bacteroidales_S24-7_group 
Rikenellaceae

Porphyromonadaceae
Ruminococcaceae

Prevotellaceae
Desulfovibrionaceae

Bacteroidaceae
Coriobacteriaceae

Erysipelotrichaceae
Helicobacteraceae

Clostridiales_vadinBB60_group
norank_o__Gastranaerophilales

Family_XIII
Deferribacteraceae

Peptococcaceae
Rhodospirillaceae

Mycoplasmataceae
Unknown_Class_p__Saccharibacteria 

unclassified_p__Firmicutes 
unclassified_o__Bacteroidales

norank_o__Mollicutes_RF9 
Alcaligenaceae

Anaeroplasmataceae
Bifidobacteriaceae
Streptococcaceae

unclassified_o__Clostridiales 
Christensenellaceae 

Verrucomicrobiaceae

Wilcoxon rank-sum test bar plot on Family level

Pvalue

95% confidence intervals

Difference between proportions(%)

-20 -15 -10 -5 0 5 10 15 20 25 30 35 40 45

CTRL
Model

* 0.01219 
0.5309 
0.2963

* 0.01219
* 0.01219 

0.2963 
0.5309

* 0.02157 
0.6761 
0.6761 
0.6761 
0.0601

* 0.03671 
0.9166 
0.4633 
0.3457 
0.5309 
0.7533 
0.1437 
0.4034

* 0.01219
* 0.03671 

0.8335 
0.3321 
0.2477 
0.4237 
0.07137

* 0.02733
* 0.03996 

0.6072

Wilcoxon rank-sum test bar plot on Family level

* 0.03671
0.2963

* 0.03671
0.6761
0.2101
0.0601
0.8345
0.1437
0.2963
0.5309
0.5309
0.8345
0.5309

* 0.0129
* 0.01219

0.3457
0.5309

* 0.03671
0.3457
0.4034
0.2492
0.8345
1

* 0.01597
* 0.02537

1
0.4606
0.1719
0.7518
0.3305

B

C


