
 

Figure A1. Six miRNAs and their targeted OP-associated genes. The selected six miRNAs are 

closely related to three well-studied OP pathways, i.e., estrogen–endocrine, WNT/β-catenin 

signaling, and RANKL/RANK/OPG. Red ellipses and yellow rectangles represent miRNAs and 

genes, respectively. 

 


