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	KEGG pathway

	KEGG ID
	Genes
	P value

	Olfactory transduction
	ssc04740
	CNGA4, OR6K6, OR51F1, OR6A2, OR51E2, OR51D1,   ENSSSCG00000023516, ENSSSCG00000005801, ENSSSCG00000006411, ENSSSCG00000013851, ENSSSCG00000012665, ENSSSCG00000007959, ENSSSCG00000014756, ENSSSCG00000014755, ENSSSCG00000014704, ENSSSCG00000013123, ENSSSCG00000021523, ENSSSCG00000005419, ENSSSCG00000026768, ENSSSCG00000029107, ENSSSCG00000028929, ENSSSCG00000030554, ENSSSCG00000030537
	0.002

	MicroRNAs in cancer
	ssc05206
	ssc-let-7c, MIR92A-1, ssc-mir-103-1, ssc-mir-423, MIR10A, ssc-mir-18a, ssc-mir-181a-1, ssc-mir-16-2, ssc-mir-103-2, ssc-mir-7-2
	0.003

	Steroid hormone biosynthesis
	ssc00140
	CYP7A1, CYP19A1, ENSSSCG00000010546, ENSSSCG00000026798, ENSSSCG00000008935
	0.004

	Drug metabolism - cytochrome P450
	ssc00982
	ALDH3A1, ENSSSCG00000006320, ENSSSCG00000022759, ENSSSCG00000008935
	0.025

	Chemical carcinogenesis
	ssc05204
	ALDH3A1ENSSSCG00000010546, ENSSSCG00000026798, ENSSSCG00000008935
	0.042

	Arachidonic acid metabolism
	ssc00590
	GPX5, ALOX15B, ENSSSCG00000010546, ENSSSCG00000026798
	0.045




