
SUPPLEMENTARY TABLES 

Table S1. Primers used in this study *

 
ST-PCR Primers 

Primer Primer sequence  Target site 

P1 1 CTCCATCTTTCAGCTTCAGGCG mCherry 

P2 1 GGCCACGCGTCGACTAGTACNNNNNNNNNNGATAT Degenerate primer  

P5 AGTCACCATTGTTGTGCACGACGAC aad 

P4 1 GGCCACGCGTCGACTAGTAC Defined primer for P2 
nesting 

P6 AACCGGCAAAATCGCGCCGAA aad nesting 

P3 1 GTCTGTGTGCCTTCATACGGTC mCherry nesting 

Screening primers 

Himar1 F: ATCAAGCCTTACGGTCACCG 
R: ATGGGAACGCGTCATGAACT 

aad and mCherry 
span 

 

                                                 
* Unless cited with a reference, all other primers were designed in this study. 

Gene Specific Primers Locus ID Product size (bp) 
F: TGGTCTAATTATAGTGATGCTATGG 
R: AGTTTCTTTCTAAAACCATTACG 

EHF_0231 114 

F: ATGGCATCGGGTTGTTGTTTC 
R: GACTTTACACAATACGCTTGACTT 

EHF_0522 468 

F: TCCTCCCAGAATTTTCGCACA 
R: GAATGTTGCTTTAATTCACCAGC 

EHF_RS04100 373 

F: CACAAAGAAAGCATATAGTGGAGGT 
R: ACGCATGTATCGTAAATGCATACT 

Up EHF_0151 98 

F: TCAATATAGAACAACATACTACAAA 
R: TCTGCTTCATCAGATTCTACT 

EHF_0962 
 

421 

F: GCACTGATATTATTTGCAGGTACAG  
R: GCTTTCCTTGTGTTTTGGCTTCAA 

EHF_0880 
 

229 

F: TCTACTGATTTGTAAACAATGGAT 
R: TGCAAGTAGTGCTCCTGTTA 

EHF_0933 
 

338 

F: ACTGCTATAGCTCTTACATTAGTCT 
R: GGCATAACCATTTACGAAACACA 

EHF_0332 150 

F: GGATGAAACTGGTAGGCAACTGATA 
R: AATAGAGCAATCAACCCAACGGCT 

EHF_0150 466 

Insertion Specific Primers 
F: P3 
R: TTCCTGACCATTTTGTCTTGCCCA 

EHF_0382 549 



 
qPCR primers Purpose 
Mouse 
GAPDH 2 

F: GTTGTCTCCTGCGACTTCA 
R: GGTGGTCCAGGGTTTCTTA 

GAPDH for normalizing 
infected mouse tissue  

Ehrlichia 16S 
rRNA 3  

F: CGGGGGAAAGATTTATCGCTATTA 
R: CGCTTGCCCCCTCCGTATTA 

Quantifying Ehrlichia 

qRT-PCR primers 4 

TNF-α F: CATCTTCTCAAAATTCGAGTGACAA 
R: TGGGAGTAGACAAGGTACAACCC 

TNF-α expression 

IL-1β F: GGGCCTCAAAGGAAAGAATC 
R: TACCAGTTGGGGAACTCTGC 

IL-1β expression 

IFN-γ F: GCGTCATTGAATCACACCTG 
R: TGAGCTCATTGAATGCTTGG 

IFN-γ expression 

IL-6 F: GAGGATACCACTCCCAACAGACC 
R: AAGTGCATCATCGTTGTTCATACA 

IL-6 expression 

IL-12 p40 F: AAGGAACAGTGGGTGTCCAG 
R: CATCTTCTTCAGGCGTGTCA 

IL-12β expression 

IL-10 F: GGTTGCCAAGCCTTATCGGA 
R: ACCTGCTCCACTGCCTTGCT 

IL-10 expression 
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F: P6 
R: ACCGGAACTTCCTGCTGCAACG  

EHF_0135 427 

F: TCCTCCCAGAATTTTCGCACA  
R: P3 

EHF_RS04100 588 

F: P6 
R: TAGTTTTGTAAGCTGTGCCCCT  

EHF_0733 329 

F: TCAGAGCAACAACAGCTGCAATCC  
R: P3  

EHF_0758 746 

F: ACGCATGTATCGTAAATGCATACT 
R: P3 

EHF_0151 416 

F: P6 
R: GACTTTACACAATACGCTTGACTT  

EHF_0522 970 

F: P6 
R: ACCTGGAGTGTCATTCTCTGATCC  

EHF_0048 347 
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