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Supplementary Figure 4. Transcript levels of motility and chemotaxis genes in desiccated L. 
monocytogenes 568 and 08-5578. Transcription levels are based on normalized gene counts 
(Transcript per kilobase million (TPM)) from eight desiccated samples (n=8) in either Lm 568 (█) or 
Lm 08-5578 (█). The flagella coding gene flaA is plotted separately on the right y-axis due to very 
high counts. 
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