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Supplementary Figure 1. The regional plot of 6 significant SNPs. (A) The regional 

plot of rs1707302. (B) The regional plot of rs2516448. (C) The regional plot of 

rs3869062. (D) The regional plot of rs174549. (E) The regional plot of rs7193541. (F) 

The regional plot of rs8064454. 



 



Supplementary Figure 2. Box plot displaying the association of SNPs with gene expression based on GTEx dataset v7 release. (A) The 

association between rs1707302 genotypes and MAST2 expression in lung tissues. (B) The association between rs3869062 genotypes and 

HLA-G expression in lung tissues. (C) The association between rs8064454 genotypes and HNF1B expression in lung tissues. (D) The 

association between rs2516448 genotypes and MICA expression in lung tissues. (E) The association between rs7193541 genotypes and RFWD3 

expression in lung tissues. (F) The association between rs174549 genotypes and FADS1 expression in liver tissues. 

 

 


