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	Platform
	Illumina Nextseq500
	PacBio RS II

	Read type (insert size)
	Paired-End    (360 bp)
	Paired-End (747 bp)
	Mate-Pair (5kb)
	Mate-pair (8kb)
	smRT (<50kb)

	Read length (bp)
	2x150
	2x150
	2x75
	2x75
	75-49000

	Read number
	2x3.27E+08
	2x3.05E+08
	2x7.17E+07
	2x6.38E+07
	1.02E+06

	Total length (bp)
	2x4.57E+10
	2x4.91E+10
	2x5.38E+09
	2x6.38E+09
	8.55E+09

	Sequencing depth
	37x
	39x
	4.5x
	4x
	7x



