Supplemental figure legends
Figure S1
 (A) HIF-1β mRNA level as quantified by qRT-PCR in HCT116 and SW620 cells with the treatment of 0~8.0 mM matrine for 12 hours. Data were expressed as mean ± SEM. (B) Western blotting shows the protein expression of HIF-1β in HCT116 and SW620 cells with 12 hours treatment of 0~8.0 mM matrine.

Figure S2
(A) qRT-PCR analysis of HIF-1α validated the knockdown effect of shRNA. Data are expressed as mean ± SEM, n=3. **, P < 0.01. (B) Western blotting showed the knockdown effect of HIF-1α by shRNA in protein expression level. (C) MTT assay shows the effect of HIF-1α knockdown on cell viability. Data are expressed as mean ± SEM, n=3. *, P < 0.05. (D) qRT-PCR analysis to validate the overexpression of HIF-1α. Data are expressed as mean ± SEM, n=3. **, P < 0.01. (E) Western blotting showed the overexpression of HIF-1α. (C) MTT assay shows the effect of HIF-1α overexpression on cell viability. Data are expressed as mean ± SEM, n=3.
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