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Figure S1. Decision tree structure employed to identify translocating proteins.

The decision tree employed for identification of proteins translocating to or from cytosol, as an example,
is depicted. Identical filtering steps were employed for the Nuclear and Membrane compartments
respectively (not depicted). Rounded, grey boxes denote filtering steps and rectangular boxes denote

the number of proteins remaining after specific filtering steps. For the last round of filtering proteins
found to be increased or decreased in either of the other two compartments (as compared to the cytosol
and in the opposite direction) were called as translocating proteins.



