Table S3. Phosphoproteomic landscaping reveals numerous differences in the activation state of proteins involved in cKIT signaling among erythroid cells from CB and PV and those from AB. The association of individual signaling events with specific cKIT phosphorylation sites is described by indicating endpoints downstream of the different cKIT phosphorylation sites in CB, PV or both compared to AB. In green are endpoints less expressed in CB/PV compared to AB. In red are endpoints more expressed in CB/PV than AB. Some of these events are induced also by EPO-R (37,60).
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