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Table S5: Assignment of the ampicillin resistant strains to sequence types and phylogenetic clades. 11 of the 20 ampicillin resistant strains belonged to clade I und III.
	isolate ID
	Sequence type
	Clade

	A110523W4
	148
	no clade 

	A110704W3
	75
	III

	A110829W4
	136
	no clade

	A110829Z3
	134
	no clade

	A110926W4
	130
	XXII

	A120502Z2
	123
	no clade

	A120730Z1
	75
	III

	A12JL4W15
	64
	I

	A12JL4W21
	75
	III

	A12JL5W1
	76
	I

	A12JL5W5
	59
	I

	A12JL5W24
	75
	III

	A12JL5W90
	59
	I

	A12JL5W95
	62
	III

	A12JL5W100
	59
	I

	A12JL36W30
	105
	no clade

	A12JL36W49
	101
	no clade

	A12JL36W56
	98
	no clade

	A12JL36W59
	65
	III

	A12JL36W67
	95
	VIII



