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D Name Position  Chip Detected Species Score Subtype Comment Description Consistency Export status Exportedresult  For MBT STAR-BL
b @ 74 G3 G3 0 Staphylococcus aureus 231 high @ low @ none @ [ export < Best Match > v [m}
> @ 75 G4 G4 0 Staphylococcus aureus 238 high @ low @ none @ [Jexport  <BestMatch> ¥ m|
b @ 89 G5 G5 0 Staphylococcus aureus 233 presumptive PSM positive MRSA high @ low @ none @ [ export < Best Match > 3. (m]
b @ 9 G6 G6 0 Staphylococcus aureus 239 presumptive PSM positive MRSA high @ low @ none @ [Jexport  <BestMatch > - m]
b @ 91 G7 G7 0 Staphylococcus aureus 2.29 high @ low @ none @  [Jexport < Best Match > v [m}
> @ 92 G8 G8 0 Staphylococcus aureus 231 high @ low @ none @ [ export < Best Match > v [m}
b @ 93 G9 G9 0 Staphylococcus aureus 235 high @ low @ none @  [Jexport < Best Match > v (m]
> @ 94 G10 G10 0 Staphylococcus aureus 243 presumptive PSM positive MRSA high @ low @ none @ [ export < Best Match > v m]
> @ 180 G11 Gl1 0 Staphylococcus aureus 236 high © low © none @ [Jexport  <BestMatch> ¥ O
> @ 109 612 612 0 Staphylococcus aureus 223 high @ low®  none@® [Jexport <BestMatch> ¥ o
b @ 110 H1 H1 0 Staphylococcus aureus 235 high @ low @ none @ [ export < Best Match > i (m]
b @ 111 H2 H2 0 Staphylococcus aureus 232 high @ low @ none @ [ export < Best Match > v [m]
> & 112 H3 H3 0 Staphylococcus aureus 240  presumptive PSM positive MRSA high @ low © none @ [Jexport  <BestMatch > v O
> @ 113 H4 H4 0 Staphylococcus aureus 234 high © low®  none@ [Jexport <BestMatch> ¥ u]
> @ 114 HS HS 0 Staphylococcus aureus 234 high @ low ® none @  [Jexport  <BestMatch> ¥ O
> @ 115 H6 H6 0 Staphylococcus aureus 238 presumptive PSM positive MRSA high @ low © none @ [Jexport  <BestMatch> v O
> @ 116 H7 H7 0 Staphylococcus aureus 2.40 high ® low © none @ [Jexport  <BestMatch> ¥ O B
> @ 117 HE He 0 Staphylococcus aureus 243 presumptive PSM positive MRSA high @ low none @ [Jexport  <BestMatch> ¥ o
> @ 118 H9 HY 0 Staphylococcus aureus 240 high @ low @ none @ [Jexport  <BestMatch> ¥ m] 2
> @ 119 H10 H10 0 Staphylococcus aureus 239 high @ low none @ [Jexport  <BestMatch> ¥ m]
> @ 120 H11 H11 0 Staphylococcus aureus 238 high @ low © none @ [Jexport  <BestMatch> ¥ O
> @& 148 H12 H12 0 Staphylococcus aureus 243 high @ low none @ [ export < Best Match > v [m} =

Fig. S1. MALDI Biotyper software screenshot with PSM negative and PSM positive S.aureus identification results.



