Supplementary Information 1:
This supplementary figure shows an overview of all Phe-derived metabolites (n=172) detected in the above
shown publication. Each page illustrates the time course (mean values) of the metabolite abundances in the
different treatments and/or genotypes respectively. Moreover, “QTL" or “TR+/-" labels indicate if there is a
significant difference between the time points and/or genotypes. Please refer to the materials and methods
part of the main text for the calculation of these indicator labels.

Name or ID of the metabolite

MZ 1 123.4567

—— Meta- and statistical information
of the compound

— Time course of the C2 and C4 genotypes
for the DON- and Mock-treatments

Overlay of C2 and C4 for the DON- and
Mock-treatments separately
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— Overview of the two parent lines CM and Remus
for the DON- and Mock-treatments

Pverlay of the two parent lines CM and Remus
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Ferulic acid

Identified metabolite (level 1)

195.0653

Indirectly via surrogate
in the KPX samples
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Annotated as others (Phenol)
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Annotated as others (Phenol)
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Annotated as others Cluster

(4 database hits) Cn total / Phe | 8/

C2, C4: different treatments

C2 C4
1.00 9
3
S 0.75 1
o
c
>
&= Treatment
7 050 == DON == Mock
N
T .
S
5 0.25 .
p
0.00 !
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 e
3
S 075 1
©
c
>
= Genotype
= 0.50 . B 2 E ca
N
= .
£
S 0.25
- M-
0.00 . .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
w L]
=
T 0.10
5
g Treatment
3 == DON == Mock
N L[]
.(_E L)
% 0.05 °© e
pd . ‘
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
3 Genotype
5 050 = C2 == CM
E $ C4 $ Remus
:
S 0.25
4
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 395.1313

fffffff RT | 966min
_ . rIndirectly via surrogate
u Normalization .

__Inthe KPX samples

Annotated as HCA derivative @ e
(1database hity e T

Normalized abundance

Normalized abundance

0.5

0.4

0.3

0.2

0.1

0.0

0.5

0.4

0.3

0.2

0.1

0.0

C2, C4: different treatments

C2 C4

Treatment

== DON == Mock

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; different genotypes

DON Mock

Genotype

= C2 == C4

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

Normalized abundance

Normalized abundance

1.00

0.75

0.50

0.25

0.00

1.00

0.75

0.50

0.25

0.00

CM, Remus: different treatments
CM Remus

Treatment

= DON == Mock

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; all four genotypes

DON Mock

Genotype
= C2 == CM
$ o7} E Remus

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 463.1237

fffffff RT | 15858min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Flavonoid (GlcF) oo
(69 database hits) o TIT

C2, C4: different treatments

C2 C4

1.00 .
3
€ 0.75
o
c
: L[]
&= Treatment
7 050 == DON == Mock
N
8
S
5 0.25
Z

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00 .
3
c 0.75
©
c
3 L)
= Genotype
5 050 . = C2 = C4
N
£
5 0.25
Z

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.4 ’
[}
=
3 03
5
g Treatment
§ 0.2 == DON == Mock
=
£
’g 0.1

0.0 B —— - |

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00 .
3
c 0.75
I
3 ’ Genotype
S 050 = C2 == CM
E . $ C4 $ Remus
£
5 0.25
Z .

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 433.1131

fffffff RT 0 1533min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Flavonoid (GlcF) oo

Cluster -
(68 database hits)y - e
Cn total / Phe | 21/
C2, C4; different treatments
C2 C4
1.00 l
3
< 0.75
©
5
= . . Treatment
7 050 == DON == Mock
N
5
£
5 0.25
Z
0.00
0 12 24 48 96 0 12 24 48 9%
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 J_
3
c 0.75
©
c
>
g . . Genotype
5 050 = C2 = C4
N J .
.('_E L3
=
5 0.25
Z L ]
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.15
(0]
=
S 0.10
5
g Treatment
3 == DON == Mock
N
'Tg 0.05 .
o —
zZ
0.00 . . =
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
|
3
c 0.75
I
2 Genotype
S 050 ’ = C2 == CM
E . ¢ $ C4 $ Remus
£
5 0.25
Z L[]

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 337.1548

I e r I a.l I l 777777777 ____lindirectly via surrogate
Normalization ' .
. in the KPX samples

Identified metabolite (level 1) Cluster

Cn total / Phe E 20/9

C2, C4: different treatments

C2 C4

(8]
=
8 0.4
c
>
&= Treatment
5 == DON == Mock
N
T 0.2
S
S
p
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
(5]
=
_g 0.4
c
>
g Genotype
= = C2 == C4
N
T 0.2
£
)
p
0.0 3
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 075 .
o
c
>
g Treatment
g 00 == DON == Mock
N . °
=
£
S 0.25
] ﬁ
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 1
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00 s __}

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



48

,,,,,,, MZ 0 2651854
A 24 fffffff RT . 875mn
" ‘Normalization | Directly via KPX samples
Annotated as others (dipeptde) Cﬁ:ﬁlgfsftgrﬁmi 77777777 Cluster1B
(1 database hit) Cn total / Phe - 9/9
C2, C4; different treatments
C2 C4
1.00 L
3
< 0.75
'O L]
c
>
&= Treatment
7 050 == DON == Mock
N
.c_é
5 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 i
3
c 0.75
©
c
>
= Genotype
5 050 = C2 = C4
N
E
5 0.25
pd
0.00 e e =
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.6 ﬁ
3
&
T 04
>
g Treatment
3 == DON == Mock
N
Tg 0.2
S .
pd
0.0 — .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 1
3 L
c 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
Z M
0.00 ‘

96 0 12 24 48 96
Hours after treatment (hat)



A 4] Rt 1043mn
n Normalization | Directly via KPX samples

48

Annotated as HCA derivatve Cluster . Cluster1B
(1 database hit) Cn total / Phe - 15/
C2, C4; different treatments
C2 C4
1.00
3
< 0.75
©
c
>
&= Treatment
3 030 == DON == Mock
E
5 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
= Genotype
E 0.50 B c2 B 4
E
S 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
o 0.6
(&)
&
©
5
S04 Treatment
3 == DON == Mock
N
©
€ 0.2
o
pd
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
pd
0.00

96 0 12 24 48 96
Hours after treatment (hat)



12

24

48

96 0
Hours after treatment (hat)

12

24

48

96

,,,,,,, Mz 0 5571654
A | 34 fffffff T 2stmn
" ‘Normalization | Directly via KPX samples
Annotated as HCA derivatve Cﬁ:ﬁlgfsftgrﬁmi 77777777 Cluster1B
(1 database hit) Cn total / Phe - 28 /18
C2, C4; different treatments
C2 C4
0.6
3
&
©
5 0.4
2" Treatment
5 == DON == Mock
N
S
£02 °
5 .
Z
TR+
0.0
12 24 48 926 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
3
g
©
5
S04 Genotype
3 = C2 == C4
N
S
= .
5 0.2 .
S M
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75
S .
C
>
g Treatment
T 050 == DON == Mock
N
X
£ .
S 025 .
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
2 Genotype
5 050 = C2 == CM
E $ C4 $ Remus
:
S 025
0.00



Annotated as Lignan or HCA derivative Cluster

A | 23 _RT . 1978min
n Normalization | Directly via KPX samples

(3 database hits) Cn total / Phe | 26 / Several: 18,9

C2, C4: different treatments

12

24

48

C2 C4
0.3 )
(8]
=
©
o
< 0.2
&= Treatment
5 == DON == Mock
N
TEG 0.1
S
Z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.3 !
(5]
=
(]
©
502
g Genotype
3 = C2 == C4
N
=
€ 01
)
Z
0.0 = |
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
c
>
g Treatment
g 0-°0 == DON == Mock
N
=
£
S 0.25
Z __—d
0.00 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z
0.00

96 0 12 24 48 96
Hours after treatment (hat)



48

96 0
Hours after treatment (hat)

12

24

48

96

,,,,,,, MZ 0 1630754
l l 2 fffffff RT o 87imn
" ‘Normalization | Directly via KPX samples
Cluster Cluster 1B
Unknown Phe-derived wheat—-metabolite T bbb
Cn total / Phe | 10/
C2, C4; different treatments
C2 C4
0.8 )
[}
=
S 06
5
&= Treatment
g 04 == DON == Mock
N
.c_g
S 0.2
pd
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
[}
=
806
c
>
g Genotype
T 04 i C2 [ C4
N
.c_é
S 0.2
pd
0.0 S —————————————————————————————
12 24 48 9% 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
c 0.75
©
c
>
g Treatment
7 00 == DON == Mock
N
.(_g
5 0.25 Q
0.00 . .
12 24 48 926 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
8 - .
c 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
pd
0.00 éb



l l 4 _RT . 1231mn
u Normalization | Directly via KPX samples

. . Cluster Cluster 1B
Unknown Phe-derived wheat—-metabolite T bbb
Cn total / Phe | 10/
C2, C4; different treatments
C2 C4
0.8
[}
=
S 06
5
&= Treatment
T 04 == DON == Mock
N
S
£
S 0.2
Z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
[}
S
806
c
>
= Genotype
3 04 = C2 == C4
N
S
=
S 0.2 .
] D%—E
0.0 '
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
075
©
c
>
g Treatment
g 030 == DON == Mock
X
=
5 0.25
Z L]
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
pd
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



12

24

48

96 0
Hours after treatment (hat)

48

96

oMz 2511392
A 7 fffffff RT | so6mn
" ‘Normalization | Not normalized
Annotated as HCAA Cluster ' Cluster 1A
(2 database hits) Cn total / Phe - 13/
C2, C4; different treatments
C2 C4
1.00
3
< 0.75 .
©
C
=
&= Treatment
7 050 == DON == Mock
N
.c_é
5 0.25 j
p
0.00 -
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
< 0.75
©
c
>
= Genotype
T 050 = C2 == C4
N
.C_g
S 0.25
0.00 -
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 ,
(0]
e 0.75
g
C
>
g Treatment
g 00 == DON == Mock
N
'(—g L
S 0.25
pa
0.00 “
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
< 0.75
2
2 Genotype
5 050 = C2 == CM
E $ C4 $ Remus
©
=
g 0.25
0.00



12

24

48

96 0
Hours after treatment (hat)

12

24

48

96

,,,,,,, Mz 0 3531408
FerSer fffffff RT L 1ea3mn
‘Normalization | Directly via KPX samples
Cluster Cluster 1A
|dentified metabolite (level 1) T A
Cn total / Phe | 20/9
C2, C4; different treatments
C2 C4
1.00
3
< 0.75
©
c
>
&= Treatment
E 050 == DON == Mock
.Té
5 0.25
Z —
=
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
c 0.75
©
c
>
= Genotype
E 0.50 £ c2 B ca
.Té
5 0.25
Z
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
3
S 04 .
©
c
>
g Treatment
3 == DON == Mock
N
'(—g 0.2
o
S H _
0.0
12 24 48 96 0 12 24 48 26
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
% 0.25
Z
0.00 e - - |



MZ 441.202

fffffff RT | 1866min
_ . rIndirectly via surrogate
| Normalization |

_ in the KPX samples
Annotated as HCAA (diHCAA) e

. Cluster Cluster 1A
(4 database hits) S T Sl
Cn total / Phe | 24 /18
C2, C4,; different treatments
C2 C4
0.6
[}
=
<
5 0.4
&= Treatment
5 == DON == Mock
N
5
£ 0.2
S
Z
0.0
0 12 24 48 9 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
[}
=
3
S 0.4
g Genotype
= = C2 == C4
N
8
£ 0.2
)
Z
0.0 e . ——
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 0.75
© °
5 .
g Treatment
7 050 == DON == Mock
N
g
£
5 0.25
zZ
0.00 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 J
3
c 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z
0.00 h

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 427.1865

fffffff RT 1 1692min
. Indirectly via surrogate
[ Normalization |

in the KPX samples

Unknown Phe-derived wheat-metabolite Cluster . Cluster 1A
Cn total / Phe 28/9
C2, C4; different treatments
C2 C4
0.3
[}
=
o2
5
&= Treatment
5 == DON == Mock
N
‘T 0.1
£
o
Z
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.3
[}
=
S 02
5
g Genotype
= = C2 == C4
N
'S 0.1
£
(@]
Z
0.0 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 0.75
©
c
>
g Treatment
7 050 == DON == Mock
N
g
£
5 0.25
zZ
0.00 . .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z
0.00 - oo -
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



,,,,,,, Mz . 4113016
A | | 6 fffffff RT . 1sd9mn
" 'Normalization ! Directly via KPX samples
Annotated as HCAA (diHCAA) Cluster : Cluster 1A
(2 database hits) Cn total / Phe - 23/18
C2, C4; different treatments
C2 C4
1.00 .
3
< 0.75
©
C
=
&= Treatment
7 00 == DON == Mock
N
.c_é
5 0.25
p
TR+
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 .
3
S 0.75
©
c
3 [ ]
g Genotype
5 050 = C2 = C4
N
.c_é
S 0.25
Z
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.4
(0]
S
303
5
g Treatment
D 0.2 == DON == Mock
N
.(_g
S 01 . =
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
2
2 ‘ Genotype
S 050 = C2 = CM
E ’ $ C4 $ Remus
©
§ 0.25
e
=
12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



A ] 6 ******* RT 6.95 min
n Normalization | Directly via KPX samples

12

24

48

96 0 12 24 48 96
Hours after treatment (hat)

Annotated as HCAA Cluster . Cluster 1A
(2 database hits) Cn total / Phe - 13/9
C2, C4,; different treatments
C2 C4
1.00
3
c 0.75
©
C
=
&= Treatment
5 00 == DON == Mock
N
.Té
5 0.25
z
0.00 —A—
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
< 0.75
©
c
>
g Genotype
5 050 = C2 = C4
N
.Tg
S 0.25 .
z
0.00 —— e e
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8 .
3
S 06
© °
C
>
g Treatment
g 04 = DON == Mock
N
.(_é L ]
5 0.2
Z R j |
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
< 0.75
2
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25 .
z
0.00 ——



A.115

Annotated as HCAA (diHCAA)

MZ 381.181

Indirectly via surrogate
in the KPX samples

0 12 24 48 96
Hours after treatment (hat)

) Cluster Cluster 1A
(1 database hit) S b
Cn total / Phe | 22/
C2, C4; different treatments
C2 C4

1.00
3 J
S 075
8 .
5
&= Treatment
3 050 = DON == Mock
N
5
£
S 0.25
Z

0.00

0 12 24 48 9 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00
3 J
S 0.75
8 -
c
>
g Genotype
5 050 = C2 [ C4
N
8
£
S 0.25
Z

0.00 ’

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.6
(0]
=
<
5
g 04 Treatment
3 == DON == Mock
N
g
£ 0.2
o
Z L[] []

0.0 )

0 12 24 48 96 0 12 24 48 26
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00
3 ‘
S 0.75
2 1«
2 Genotype
S 0.50 = C2 == CM
E $ C4 $ Remus
:
S 0.25
Z

0.00 : ’ :

0 12 24 48 96



MZ 281.1139

fffffff RT 0 884min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as others (dipeptide)

. Cluster Cluster 1A
(1 database hit) T e
Cn total / Phe | 9/9
C2, C4,; different treatments
C2 C4

1.00
3
€ 075
©
c
>
&= Treatment
7 00 == DON == Mock
N
8
£
5 0.25
i =¢-——d—

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00
3
€ 0.75
©
c
>
= Genotype
5 050 = C2 == C4
N
=
=
S 0.25
Z

0.00 s

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.4
(0]
203
<
c
>
g 0.2 Treatment
= == DON == Mock
N
=
£
5 0.1
Z

0.0 ’

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00
3
€ 0.75
I
3 Genotype
< 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z

0.00 "

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



U.13

Unknown Phe—derived wheat—metabolite

Cn total / Phe 5

C2, C4: different treatments

0 12 24 48 96

0 12 24 48

Hours after treatment (hat)

C2 C4
0.20 J—
(8]
=
S 0.5
5
S ) || Treatment
g 0.10 == DON == Mock
N
8
£
S 0.05
Z
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20
(5]
=
(]
T 0.15
>
g Genotype
© 0.0 e c2 B c4
=
£
)
Z 0.05
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
8 L)
S 0.75
©
c
>
g Treatment
T 050 == DON == Mock
N
=
£
S 0.25 :
pd w
0.00 -
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3 ' s
€ 0.75
I
2 Genotype
= 050 = C2 == CM
ﬁ H T $ C4 $ Remus
T
S
S 0.25
- 7
L ————— _&—__A ’
0.00 o ‘ L ‘

96



MZ E 417.1545
A 125 ******* RT | 2035min
y Normalization : Directly via KPX samples.
Annotated as Lignan or Flavonoid Cluster -
(3 database hits) Cntotal/Phe: 22/

C2, C4: different treatments

C2 C4
0.4
(8]
=
So3
5
z | Treatment
02 5 == DON == Mock
N
8
£
S 0.1 .
pd
0.0 il
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
(5]
: |
S o3
5
2 . Genotype
g o2 AN = c2 = ca
8
£
S 0.1
pd
0.0 =
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
(0]
£ 0.75
©
c
: L]
g : Treatment
§ 0-50 == DON == Mock
8
£
S 0.25
Z * %%
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
(5]
£ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
pd
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 393.1157
A 8 8 ******* RT | 153imin
. Normalization : Directly via KPX samples.
Annotated as HCA derivative Cluster -
(1 database hit) Cntotal/Phe: 17/

1.00

0.75

0.50

0.25

Normalized abundance

0.00

1.00

0.75

0.50

Normalized abundance

0.25

0.00

12

12

24

24

C2

48

DON

48

C2, C4: different treatments

C4

Treatment

== DON == Mock

96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; different genotypes

Mock

Genotype

. = C2 == C4

96 0 12 24 48 96
Hours after treatment (hat)

0.5

Normalized abundance
o o o
N w SN

©
o

0.0

1.00

0.75

0.50

0.25

Normalized abundance

0.00

12

24

CM

48

DON

48

CM, Remus: different treatments

Treatment

== DON == Mock

96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; all four genotypes

Mock

Genotype
= C2 == CM
$ o7} $ Remus

96 0 12 24 48 96
Hours after treatment (hat)



A 52 Rt 1222min
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe | 15/

C2, C4: different treatments

C2 C4
0.5
(8]
=
©
'§ 0.4
&= Treatment
g os =] DON == Mock
=
€ 0.2
@)
p
0.1
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
L 05 |:|
=
(]
'§ 0.4
g Genotype
E 0.3 i C2 [ C4
£
£ 0.2
o
p
0.1 ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
g 075 : .
o
5
= . Treatment
E %0 $ DON $ Mock
=
£
2 025
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
S 0.75
©
é Genotype
©
S 050 == c2 B cu
= $ c4 E Remus
:
2 0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



Hours after treatment (hat)

,,,,,,, Mz i 177.0546
A | 3 | fffffff RT . 21iemn
" 'Normalization | Directly via KPX samples
Annotated as others (Coumarins) Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(1 database hit) Cn total / Phe - 10/9
C2, C4; different treatments
C2 C4
0.4
[}
203
[0
©
C *
=
g . Treatment
0.2
g == DON == Mock
b
£
S 01
Z
. g QTL
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
3
c 03
©
c .
> .
g Genotype
T 0.2 = C2 == C4
N
b
£
S o1
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
< 0.75
©
C
>
< . Treatment
g 050 = DON = Mock
N
i
£
5 0.25
Pz
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 075
2
3 Genotype
5 050 | = C2 == CM
E $ C4 $ Remus
©
=
g 0.25 . =
0.00 *
0 12 24 48 96 0 12 24 48 96



48

96 0
Hours after treatment (hat)

48

96

,,,,,,, Mz . 4051181
A | 28 fffffff RT . 2088mn
" ‘Normalization | Directly via KPX samples
Annotated as Flavonod Cﬁ:ﬁlgfsftgrﬁmi 7777777777777777777777777777
(25 database hits) Cn total / Phe - 20 /
C2, C4; different treatments
C2 C4
0.9
o 08
=
3 07 -
5
E 0.6 Treatment
= == DON == Mock
N
T 05 - .
£
= [
< 04
0.3 ‘
12 24 48 926 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.9
o 08
=
S 07 —
5
g 06 Genotype
D = C2 == C4
N
Sos .
S
< 04
0.3
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0 .
3
S 08
©
c
>
g Treatment
S 0.6 == DON == Mock
N L]
8
£
2 04
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0 .
3
S 08
I
2 Genotype
° - = C2 == CM
E . $ C4 $ Remus
:
2 04



MZ 885.2422

fffffff RT 0 215lmin
_ . rIndirectly via surrogate
| Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e

(1 database hit) e R e e
Cn total/ Phe . 40/ Several: 9,18

C2, C4: different treatments

C2 C4
1.00
3
€ 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
=
S
5 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
g Genotype
0.50
3 = C2 == C4
N
£
E °
S 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
Remus
8 0.75
c
©
o
c
>
? 050 Treatment
3 == DON == Mock
N
=
% 0.25 .
pd .
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 2 1 ~ RT
. Normalization

Annotated as HCAA Cluster

(2 database hits) Cn total / Phe

C2, C4: different treatments
C2 c4

12 24 48 96 0 12 24 48
Hours after treatment (hat)

o 0.75
=
@
o
% .
g 050 Treatment
5 == DON == Mock
N
=
€ 025
@)
p
0.00 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 0.75
=
@©
© ¢ .
S : :
< 0.50 Genotype
3 = C2 == C4
£
€ 0.5
o
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
w L]
£ 0.75
© ']
5
g Treatment
7 00 . =] DON == Mock
N
g =
5 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
(5]
£ 0.75
I
3 Genotype
S 050 = C2 = CM
E $ C4 E Remus
z
5 0.25
4
0.00

96



fffffff RT | 2025min
_ . rIndirectly via surrogate
| Normalization |

MZ 341.1385

__Inthe KPX samples

Annotated as Flavonoid e
(30 database hits) o TIE

C2, C4: different treatments

C2 C4
0.8 .
3
S 06
o
c
>
&= Treatment
g 04 == DON == Mock
N
=
S
5 0.2
p : . .
0.0 jﬁ-é—
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
3
S 0.6
©
c
>
g Genotype
5 04 = C2 == C4
N
£
£
S 0.2
i ‘J
0.0 i _g‘-é_
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
8 L ]
€ 0.75 .
-C L )
c
>
g Treatment
7 090 == DON == Mock
N °
=
£ .
S 0.25
pd .
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3 o
€ 0.75 . .
-g °
2 Genotype
S 050 = C2 = CM
E ° $ C4 $ Remus
z :
5 0.25
4
0.00
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



MZ | 235.1447

fffffff RT i 748min
. Indirectly via surrogate
n Normalization |

in the KPX samples
Annotated as HCAA e

Cluster -
(1 database hit) S bl
Cn total / Phe | 9/9
C2, C4,; different treatments
C2 C4
1.00
3
< 0.75
©
c
>
&= Treatment
7 050 N = DON == Mock
N
5
£
5 0.25
Z
TR+
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
c 0.75
©
c
>
g | Genotype
5 050 = C2 = C4
N
8
=
5 0.25
Z
0.00 " = e e ————————
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.5
(0]
© 04
© .
© -
5
£ 03 Treatment
© . = DON == Mock
=02
z —
o
Z 0.1 i >
0.0
0 12 24 48 96 0 12 24 48 26
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
2 Genotype
S 050 X = C2 = CM
E $ C4 $ Remus
£
5 0.25
Z
0.00 '
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



A ]4() Rt o7a6mn
n Normalization | Directly via KPX samples

Annotated as Flavonoid Cluster

(43 database hits) Cn total / Phe | 171/

C2, C4: different treatments

C2 C4
0.3
(8]
=
S
o
5 0.2
&= Treatment
5 == DON == Mock
N
=
£ 0.1
S .
pd
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.3
(5]
=
c
©
S 02 .
= Genotype
= = C2 == C4
N
=
£ 0.1
)
p
0.0 E B e =
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
5 050 == DON == Mock
N
=
£
5 0.25
] .
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
€ 075
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
g .
5 0.25
s o Q

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 359.1491

fffffff RT | 1685min
_ . rIndirectly via surrogate
u Normalization .

__Inthe KPX samples

Annotated as Flavonoid, Lignan or HCA derivative - oo
(15 database hits) g

C2, C4: different treatments

C2 C4

3
G 0.2
©
C
=
&= Treatment
5 == DON == Mock
N
T 0.1
£
S
pd
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
3
G 0.2
©
c
>
5 ° l Genotype
3 = C2 == C4
N
T 01
=
S
pd
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
-c [ ]
C
>
g Treatment
7 090 == DON == Mock
N
'(—E o
£
5 0.25
z
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 075
-g ®
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
g ®
5 0.25 .
pd ®
0.00

48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 153.0545

fffffff RT 0 73min
_ . rIndirectly via surrogate
n Normalization .

__Inthe KPX samples

Annotated as others e

(1 database hit) R
Cn total / Phe ! 8/

C2, C4: different treatments

C2 C4
1.00
(8]
2 0.75
@
o
c
>
&= Treatment
0.50
5 == DON == Mock
N
=
% 0.25
p
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
(5]
(&)
£ 075 L
©
c
>
g 0.50 | ) Genotype
= = C2 == C4
N
£
£
5 0.25
p
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
c
>
g Treatment
g 00 =] DON == Mock
N
=
£
S 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
5 |
2 Genotype
S 050 ’ = C2 == CM
E $ C4 E Remus
z
S 0.25
4
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 551.2125

fffffff RT | 138min
_ . rIndirectly via surrogate
u Normalization .

__Inthe KPX samples

Annotated as Lignan oo

(1 database hit) R
Cn total / Phe ! 27/

C2, C4: different treatments

C2 C4
1.00 .
3
S 0.75
o
c
>
'% . l Treatment
g 090 . ’ == DON == Mock
N
.(_é
S 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75 R
©
c
> °
g . l Genotype
5 0.50 . : = C2 = C4
N
.Té
S 0.25
Z Ld ° L]
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.15 J i !
. i
=
c
= |
€ 0.10 Treatment
g == DON == Mock
.(_g
5 0.05
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 J . Genotype
.g 0.50 : . . = C2 == CM
E $ C4 $ Remus
g 0.25
g° : N
0.00 .

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, MZ 0 1250596
A | | 3 fffffff RT . 18mn
" ‘Normalization | Directly via KPX samples
Annotated as others Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(1 database hit) Cn total / Phe - 71
C2, C4; different treatments
C2 C4
3
€ 04
©
c
>
&= Treatment
5 == DON == Mock
N
-(—g 0.2
o
pd
0.0 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.5 .
3
S 0.4
©
c
>
203 Genotype
= = C2 == C4
N
'S 0.2
g L]
(@]
<01
-
0.0 ’
12 24 48 96 0 12 24 48 26
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
L
3 = ’
< 0.75 l
©
c
>
g Treatment
E o $ DON $ Mock
3 T
£ T -
S 0.25
pd >
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3 | :
€ 0.75
-g °
2 Genotype
5 050 = C2 == CM
E $ C4 E Remus
:
S 0.25
pd
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 277.1667

fffffff RT 0 995min
_ . rIndirectly via surrogate
[ | Normalization |

in the KPX samples
Annotated as HCAA e

Cluster -
(1 database hit) e Sttt
Cn total / Phe | 9/9
C2, C4,; different treatments
C2 C4
1.00 J_
3
< 0.75
©
c
>
&= Treatment
5 050 == DON == Mock
N
8
£
5 0.25
Z
0.00 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 i
3
c 0.75
©
c
>
g Genotype
5 050 = C2 = C4
N
= .
=
5 0.25
Z
0.00 _M_
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.4 L
S 03
g J_
E
g 0.2 Treatment
3 == DON == Mock
N
=
Z
0.0 - e ———————————————————————————
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 J
3
c 0.75
I
3 Genotype
S 050 = C2 = CM
E $ C4 $ Remus
£
5 0.25
Z
0.00 ( » M
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



MZ E 557.1654
A 1 2 6 ******* RT 205mn
" Normalization | Directly via KPX samples.
Annotated as Flavonoid (GIcF) Cluster | -
(1 database hit) Cntotal/Phe: 28/

C2, C4: different treatments

C2 C4
0.4 :
3
S 03
o
c
>
&= Treatment
302 = DON == Mock
N
=
S
S 0.1
p
y
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
3
G 0.3
©
c
>
= Genotype
3 02 = C2 == C4
N
£
£
’CZS 0.1
0.0 -
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
7 0°0 == DON == Mock
N
=
£
5 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.8

Annotated as Putative phenylacetic acid derivative

Hours after treatment (hat)

(1 database hit) Cn total / Phe | 8/8
C2, C4,; different treatments
C2 C4
0.4 .
3
< 03 l 1
©
5
&= Treatment
7 02 == DON == Mock
N
E
5 0.1
] —4
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4 .
3
< 03 l |
©
5
= Genotype
5 02 = C2 == C4
N
.Té
5 01
Z °
0.0 _
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 J_
3 -
c 075
©
5 .
g Treatment
B 00 == DON == Mock
N
E
5 0.25
pd
0.00 : -
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 l
3 _
c 075
I
3 | Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
Z L
0.00 - 2
12 24 48 96 0 12 24 48 926



MZ | 371.149

in the KPX samples

Annotated as Flavonoid e

fffffff RT | 1665min
_ . rIndirectly via surrogate
| Normalization |

(21 database hits) T

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

Cn total / Phe 21/
C2, C4; different treatments
C2 C4
0.20
S 0.15
5
&= Treatment
B 010 ] == DON == Mock
8
é —
S 005
0.00 : ‘ ‘
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20
T 0.15
5
= Genotype
© 0.10 [ ] Fe c2 e c4
=
g =
S 0.05
0.00 . . > .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 1
(0]
£ 0.75
©
c
>
g Treatment
§ 030 == DON == Mock
=
£ 0.25 :
§ .
0.00 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 i
(5]
£ 0.75
I
2 Genotype
< 050 = C2 == CM
E P $ C4 $ Remus
£
5 0.25
Z
0.00 .



MZ 359.1492

fffffff RT | 1364min
. Indirectly via surrogate
n Normalization |

__Inthe KPX samples

Annotated as Flavonoid, Lignan or HCA derivative - oo
(15 database hits) g

C2, C4: different treatments

C2 C4

1.00
3
S 0.75
o
c
>
&= Treatment
g 020 == DON == Mock
N
=
S .
S 0.25 . :
p

0.00 e —————

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00
3
€ 0.75
©
c
>
= Genotype

0.50
3 = C2 == C4
N
£
£
S 0.25
p

0.00 ]

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.4 .
3 l |
G 0.3
o
c
>
< - Treatment
T 0.2 == DON == Mock
N
=
£
S 01
pd

0.0

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00
3
€ 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4

0.00 B = .

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, Mz . 7731922
A | 2 | fffffff RT | 1eesmin
" 'Normalization ! Directly via KPX samples
Annotated as Flavonod (GlecF) Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(17 database hits) Cn total / Phe - 36 /
C2, C4; different treatments
Cc2 C4
0.9
Q0.8 .
% [ )
©
5
= 0.7 ¢ Treatment
5 == DON == Mock
N
T 0.6
£
o
z
0.5
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.9
© 08 .
g
©
5
8 0.7 ° Genotype
E - = C2 == C4
N
T 0.6 '
£
(@]
zZ
0.5
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
3
g 058
©
C L[]
>
g . Treatment
2 06 == DON F==| Mock
N
=
é [ ] L J
o
< 0.4 .
T
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
3
G 0.8
2
2 Genotype
° = C2 == CM
E 0.6 $ C4 E Remus
:
o
< 0.4

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



12 24 48 96 0 12 24
Hours after treatment (hat)

,,,,,,, MZ . 5791345
| ' I 2 ,,,,,,, RT. . 1866min
" ‘Normalization | Directly via KPX samples
Cluste | -
Unknown Phe-derived wheat-metabolite - e —
Cn total / Phe | 26/18
C2, C4; different treatments
C2 C4
) L
S 0.6 :
£ : :
C [}
>
&= Treatment
D 05 == DON [== Mock
N
-(_E L
£
@)
pd
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
. 1
S 0.6 .
3 .
c
3 L]
g Genotype
D 05 = C2 = C4
N °
8
£
(@]
pd
0.4 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0 .
3
08 s
©
c
>
g Treatment
306 = DON = Mock
N
8
£
S 0.4
pd
0.2 ‘ .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
3
c 0.8 .
I
2 Genotype
5 06 = C2 == CM
E $ C4 E Remus
:
S 0.4
pd
0.2 )

48 96



,,,,,,, Mz 0 5071498
A | 20 fffffff RT . 1o4smn
" ‘Normalization | Directly via KPX samples
Annotated as Flavonod (GlecF) QJ{{SF?LWE 777777777 Cluster4
(17 database hits) Cn total / Phe 24 |
C2, C4; different treatments
C2 C4
1.00
3
€ 0.75
-O L
c
>
S . Treatment
g . = DON [== Mock
N °
S
=
5 0.25
Z
QTL
0.00
0 12 24 48 96 0 12 24 48 926
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
[}
S 08
3
c
3 L]
E 0.6 Genotype
s 0 . = C2 == C4
N
S
pd
0.2
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
8 L[]
c 06
©
c
>
g Treatment
3 o4 = DON == Mock
Q0.
S . ‘
5 éé%m; '
o
Pz
0.2 . . : .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
[}
e
S 0.75
I
3 Genotype
° = C2 == CM
E 0.50 $ C4 E Remus
:
o
pd
0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



. - MZ A 4331131
vitexsin @ RT L emn
‘Normalization | Directly via KPX samples
Cluster Cluster 4
|dentified metabolite (level 1) T AR
Cn total / Phe | 21/
C2, C4; different treatments
C2 C4
1.00 .
8 L]
< 0.75
©
c
>
&= Treatment
5 050 . == DON == Mock
N L]
'(_E ]
£
5 0.25
pd
QTL QTL
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 .
[}
=
8 0.75
5
= Genotype
E 0.5 = C2 == C4
T
£
(@) .
pd
0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
(0] °
© 0.6
©
©
c
>
g Treatment
2 0.4 = DON == Mock
N °
8
é
o
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
g 0.75
I
2 Genotype
° = C2 == CM
E 0-50 $ c4 E Remus
:
o
< 0.25

48

96 0
Hours after treatment (hat)

48

96



MZ E 609.1815
A 9 2 ******* RT | 1seomin
" Normalization | Directly via KPX samples.

Annotated as Flavonoid (diGIcF) Cluster | Cluster 4
(52 database hits) Cntotal/Phe: 28/

C2, C4: different treatments

C2 C4

1.00
3
€ 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
=
S
5 0.25 . .
p

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00
(5]
£ 0.75 :
©
c
>
g Genotype

0.50
= = C2 == C4
N
£
£
5 0.25
p

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.4
: ° -
: L
3 03 .
5
g Treatment
202 == DON == Mock
N
T -
E T
S 01
Z —_—

0.0 ! ‘

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00
(5]
£ 0.75 ’
I
2 Genotype
S 050 = C2 = CM
E $ C4 $ Remus
g ﬁ
5 0.25
4

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



Homoorientin

Identified metabolite (level 1) “Cntotal / Phe |
n tota e

C2, C4: different treatments

0 12 24 48 96 0 12 24 48
Hours after treatment (hat)

C2 C4

1.00 .
3
S 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
=
S
5 0.25
p

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00 .
3
€ 0.75
©
c
>
g Genotype

0.50
3 = C2 == C4
N L[]
£
£
S 0.25
p

0.00 —

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

w L]
= .
_fg 0.4
c
> .
g Treatment
3 == DON == Mock
N
‘T 0.2
£
S
pd

0.0 -l-_— °

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00 .
3
€ 0.75
I
2 Genotype
< 050 = C2 == CM
E $ C4 $ Remus
z
S 0.25
4

0.00

96



MZ E 625.1765
A 70 ******* RT . 1346min
" Normalization | Directly via KPX samples.

Annotated as Flavonoid (diGIcF) Cluster | Cluster 4
(60 database hits) Cntotal/Phe: 28/

C2, C4: different treatments

C2 C4
1.00 .
3
€ 075
o
c
>
&= Treatment
7 050 == DON == Mock
N
E
5 0.25 .
p . —
TR-
0.00 — o
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
= Genotype
5 0.50 = C2 = C4
N
.Té
5 0.25
p
0.00 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.4
3
<03
o
c
>
g Treatment
g 02 == DON == Mock
N
.(_g
5 0.1
pd
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
% $ C4 $ Remus
S
g 0.25
0.00

96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, Mz 0 5811504
A 5 5 fffffff RT . 12sBmn
" ‘Normalization | Directly via KPX samples
Annotated as Flavonoid (diGlcF) C}J{{SF?LWE 777777777 Cluster4
(48 database hits) Cn total / Phe - 26 /9
C2, C4; different treatments
C2 C4
1.00 .
3
c 075
©
c
>
&= Treatment
7 00 == DON == Mock
N
E
5 0.25
Z L ]
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
< 0.75
©
c
>
= Genotype
5 050 = C2 == C4
N
.Té
S 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.4 . J
(0] °
8 L
S 03
% —
g Treatment
g 02 == DON == Mock
N
.(_é
S o1 ‘
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
pd
0.00

48

96 0
Hours after treatment (hat)

48

96



MZ E 479.1188
A 8 1 ******* RT 6mn
" Normalization | Directly via KPX samples.

Annotated as Flavonoid (GIcF) Cluster | Cluster 4
(52 database hits) Cntotal/Phe: 22/

C2, C4: different treatments

C2 C4

1.00 .
3
S 075
o
c
>
&= Treatment
7 050 == DON == Mock
N
.(_é
5 0.25
pd

——
R_
0.00 °
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00 .
3
€ 075
©
c
>
= Genotype
5 050 . = C2 == C4
N
.Té
S 0.25
= ]

0.00 ’

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.6
[}
=
®
o
5 0.4
g7 Treatment
3 == DON == Mock
N
g 0.2
Eo
pd

0.0

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00 .
3
€ 0.75
-g .
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
z
g 0.25

0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, Mz 0 5841288
| ] 9 fffffff RT L 1saamn
" ‘Normalization | Directly via KPX samples
Cluster Cluster 4
Unknown Phe-derived wheat—-metabolite T A
Cn total / Phe | 8/8
C2, C4; different treatments
C2 C4
1.00 X
3
c 075
©
c
>
&= Treatment
© o0 . = DON [== Mock
8
£
5 0.25 -
pd
0.00 Sl
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
S 08
©
c
>
= Genotype
T 06 = C2 == C4
N
8
£
S04
0.2 :
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
—L_
§ 0.7
©
©
c
>
g -, Treatment
3 0.5 T = DON == Mock
8
é °
203
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
[}
=
8075
é Genotype
° = C2 == CM
S 050 == C4 == Remus
:
o
pd
0.25

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 388.1605

fffffff RT 0 1626min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Putative phenylacetic acid derivatve oo

(2 database hits) R
Cn total / Phe ! 17/8

C2, C4: different treatments

C2 C4
0.20
a
'§ 0.15
&= Treatment
© 0.10 = DON == Mock
= .
£
S 0.05
e e ——— . Q1) (QTL] [QTL) QTL QTL
0.00 ‘ * . . .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20
3
g
'§ 0.15
5 | Genotype
€ 010 ’ = c2 = ca
= .
£
> 0.05
s
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
©
c
>
g . Treatment
§ 030 == DON == Mock
=
£ 0.25 .
g .
0.00 __—g_
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
8 é
0.
G : |
é Genotype
_g 0.50 ’ * $ c2 $ CM
.g $ C4 $ Remus
T
§ 0.25 .
P ﬁ,—/_—.‘-é - é
0.00 v'-g‘j e ———— e ————————

o
[
N
N
~
D
[e¢]

96 0 12 24 48 96
Hours after treatment (hat)



MZ 355.1025

fffffff RT 0 1275min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Putative benzoic acid derivatve oo

(14 database hits) R
Cn total / Phe ! 16/7

C2, C4: different treatments
C2 c4

3
T 0.4
o
c
>
&= Treatment
5 == DON == Mock
N
T 0.2
£
@)
p
00 =h—— [QTLJ [QTLJ [QTLJ QTL QTL
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
q) L
8 W
@ 0.4
-c o
c
>
g . Genotype
D . =l C2 == C4
N
T 0.2
£
o
p
:“ —b
0.0 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
C . .
>
g é Treatment
g o . = DON == Mock
N
=
£ .
S 0.25
pd
0.00 . . . * . ig
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



Mz 584.234

fffffff RT 0 1465min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as others (Iridoid)
(1database hity e TII o TIITIT

C2, C4: different treatments

C2 C4
0.4 .
3
S 03
o
c
>
&= Treatment
g 02 == DON == Mock
N
=
S
S 0.1
Z [}
0.0 —..P..-h [QTLJ [QTLJ [QTLJ QTL QTL
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4 .
3
S 03
©
c °
>
g Genotype
5 02 = C2 == C4
N
.('__U °
£
5 0.1
Z L]
_.w
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75 .
o
c
>
g Treatment
g 0-°0 == DON == Mock
N
=
£
S 0.25 .
] W
0.00 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75 R
I
2 i Genotype
< 050 = C2 == CM
E ° $ C4 $ Remus
z
S 0.25
4
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, MZ 0 4951285
A | 38 fffffff RT . 2a08mn
" ‘Normalization | Directly via KPX samples
Annotated as HCA derivatve QJ{{SF?LWE 777777777 Cluster4
(1 database hit) Cn total / Phe - 26 /
C2, C4; different treatments
C2 C4
0.6
[}
B o5 . =
% Treatment
2 04 =] DON == Mock
N °
8
£
5 03
pd
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
3
g
B o5
>
g Genotype
B 04 = C2 = C4
8
=
5 0.3
pd
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
3
c 038 .
©
c
>
g Treatment
B 00 = DON == Mock
N
8
£ . .
5 0.4 -
Z L[]
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
[}
=
S 075
é Genotype
° = C2 == CM
% 0.50 E o7} g Remus
£
o
pd
0.25

12 24 48 96 0 12 24 48
Hours after treatment (hat)

96



,,,,,,, MZ . 4151289
A 4 2 fffffff RT L 1087mn
" 'Normalization ! Directly via KPX samples
Annotated as HCA derivatve QJ{{SF?LWE 777777777 Cluster4
(1 database hit) Cn total / Phe - 18/9
C2, C4; different treatments
C2 C4
. 0.6
S
©
% .
9 0.4 Treatment
3 . =] DON == Mock
N
2
€02
o
Z
. QTL
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 06
(&)
S
©
% { )
S04 s Genotype
= = C2 == C4
N
2
Z
0.0 i
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75
©
C [ )
> .
g Treatment
g 0:50 ) = DON == Mock
N
2
£
2 025 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3
< 0.75
2
3 Genotype
S 050 = C2 == CM
E $ C4 E Remus
:
S 0.25
e
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 493.1341
A 1 1 7 ******* RT | 18esmin
" Normalization | Directly via KPX samples.
Annotated as Flavonoid (GIcF) Cluster | Cluster 4
(52 database hits) Cntotal/Phe! 23/

C2, C4: different treatments
C2 c4

3
g
o
c
>
&= Treatment
5 == DON == Mock
N
=
£
@)
pd
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
8 L]
&
©
c
>
= Genotype
3 = C2 == C4
N
=
£
o
p
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
3
% L]
o
c
>
g Treatment
5 . = DON == Mock
N
.(_E L]
£
@)
Z L]
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
q) L]
=
<
é Genotype
° = C2 == CM
E $ C4 E Remus
:
@)
z

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, MZ 0 647158
A | | O fffffff RT . w8tmn
" ‘Normalization | Directly via KPX samples
Annotated as Flavonoid (diGlcF) QJ{{SF?LWE 777777777 Cluster4
(60 database hits) Cn total / Phe - 28 |
C2, C4; different treatments
C2 C4
o 0.8 e
=
T 07 - P
% [ ]
&= Treatment
E - B =] DON == Mock
S 05
S
pd
0.4
0.3
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
S 07
% °
= Genotype
5 0.6 i = C2 == C4
N
S 05
S
pd
0.4
0.3 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0 .
3
c 038 .
©
c °
>
g Treatment
g 08 = DON == Mock
N
8
£
5 0.4
Z °
0.2
12 24 48 926 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
3
c 038
I
2 Genotype
S o6 = C2 == CM
E $ C4 E Remus
£
5 0.4
pd
0.2

48

96 0
Hours after treatment (hat)

48 96



MZ E 579.171
A 8 5 ******* RT . 1a%omin
" Normalization | Directly via KPX samples.

Annotated as Flavonoid (diGIcF) Cluster | Cluster 4
(58 database hits) Cntotal/Phe: 27/

C2, C4: different treatments

C2 C4
1.00
3
€ 075
o
c
>
&= Treatment
7 90 == DON == Mock
N
=
S
5 0.25
p
QTL QTL
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
(5]
£ 0.8 é
©
c
>
g Genotype
5 %° = C2 == C4
N °
T .
£ .
5 0.4
p
0.2
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
[}
=
S o6
5
g Treatment
5 = DON == Mock
N 0.4
© ° .
E °
S
pd . .
0.2 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
g 0.75
I
3 Genotype
° = C2 == CM
E 0.50 $ C4 E Remus
£
S
4
0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



12

24

48

96 0 12 24
Hours after treatment (hat)

48

,,,,,,, MZ | 5651558
A 6 9 fffffff T 1sadmn
" ‘Normalization | Directly via KPX samples
Annotated as Flavonoid (diGlcF) QJ{{SF?LWE 777777777 Cluster4
(57 database hits) Cn total / Phe - 26 /9
C2, C4; different treatments
C2 C4
1.00
3
c 075
©
c
>
G . : Treatment
g 050 == DON == Mock
E
5 0.25
pd
0.00 Sl
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
8 L]
S 08
©
c
>
g Genotype
3 0.6 = C2 == C4
'c—g °
§ 0.4
0.2 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
8 L ]
&
T 06
>
g Treatment
5 = DON == Mock
N
'(—é 0.4
o
pd
0.2 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
q) (]
=
T 075
é Genotype
° = C2 == CM
E 0.50 E C4 E Remus
©
=
S
pd
0.25

96



MZ E 565.1558
A 8 4 ******* RT 49mn
" Normalization | Directly via KPX samples.

Annotated as Flavonoid (diGIcF) Cluster | Cluster 4
(57 database hits) Cntotal/Phe: 26/

C2, C4: different treatments

C2 C4

1.00
3
S 075
o
c
>
&= Treatment
7 00 =] DON == Mock
N
=
S
5 0.25
pd

QTL
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.0
(5]
S 08
@©
©
c
>
= Genotype
5 06 = C2 = C4
N
=
£
5 0.4
p

0.2

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.8 .
[}
= :
S o6
5
g Treatment
3 . = DON == Mock
N 0.4 i 5 %
©
E
S .
Z L]

0.2

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock

1.00
q) L]
=
@ 0.75
I
2 Genotype
° = C2 == CM
E 0.50 $ C4 E Remus
z
S
z

0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.137

Annotated as Flavonoid or HCA derivative (GIcF)
(2 database hits)

MZ | 527.1548
******* RT |  220lmin
‘Normalization | Directly via KPX samples
fffff Cluster . -
Cn total / Phe E 2719

C2, C4: different treatments

12 24 48 96 0 12 24
Hours after treatment (hat)

C2 C4
1.0
(8]
=
G 0.8
o
c
>
&= Treatment
T os == DON == Mock
@ o.
= »
E o,
S
p
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0 l
(5]
=
@ 0.8
©
c
>
g Genotype
B 06 = C2 == C4
£
£
)
p
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
3
S 08
o
c
> .
g : Treatment
T 06 . . == DON F==| Mock
@ 0.
=
£
S
pd
0.4 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
(5]
=
G 0.8
I
2 Genotype
° = C2 == CM
E 0.6 $ C4 E Remus
:
@)
4
0.4

48 96



A.133

Annotated as Flavonoid or HCA derivative (GIcF)
(2 database hits)

MZ | 527.1548
******* RT |  2145min
‘Normalization | Directly via KPX samples
fffff Cluster . -
Cn total / Phe E 2719

C2, C4: different treatments
C2

C4

0 12 24 48 96 0 12 24
Hours after treatment (hat)

o 0.8
=
©
©
c
>
&= Treatment
7 0o =] DON == Mock
N
8
S
S
<04
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 0.8 l
=
(]
©
c
>
g Genotype
5 06 = C2 == C4
N
=
£
)
< 04
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
3
T 0.8
©
c
>
g . Treatment
3 06 = DON == Mock
O 0.
=
£
S
Z
0.4 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
(5]
=
G 0.8
I
3 Genotype
° = C2 == CM
E 0.6 $ C4 E Remus
:
@)
Z
0.4

48 96



A |3O _RT . 2009min
n Normalization | Directly via KPX samples

Annotated as Flavonoid (diF) Cluster

(1 database hit) Cn total / Phe ! 36 /

C2, C4: different treatments

C2 C4
0.8
(8]
=
Z o6
5
&= Treatment
5 == DON == Mock
N4 g
(U L ]
S
S
p
0.2 . p
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
q) l
=
T 06
5
g Genotype
3 = C2 == C4
N 0.4
@®
£
)
p
0.2
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
[}
8 L]
S o075 e
5
2 L* Treatment
5 = DON == Mock
5 050 -
£
S
Z L]
0.25
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
(5]
=
éﬁ 0.75
2 Genotype
° = C2 == CM
N 0.50 = C4 == Remus
z
S
4
0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



U.15

Unknown Phe—derived wheat—metabolite

Cn total / Phe 5

C2, C4: different treatments

12 24 48 96 0 12 24
Hours after treatment (hat)

48

C2 C4
1.00
(8]
=
8 0.75
5
&= Treatment
©
8 050 =] DON == Mock
c .
S
S
p
0.25 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 l
(5]
=
S 075
5
g Genotype
e C2 == C4
N 0.50 = C2
@®
£
)
p
0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
® 0.6
c
®
o
5
g Treatment
T 0.4 = DON == Mock
N °
=
£
S
pd
0.2 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 J
(5]
=
éﬁ 0.75
3 Genotype
@
©
2 o050
©
£
@)
4
0.25

96



A.136

Annotated as Flavonoid
(74 database hits)

MZ | 331.0814
******* RT |  21.68min
‘Normalization | Directly via KPX samples
fffff Cluster . -
Cn total / Phe E 171/9

C2, C4: different treatments

12 24 48 96 0 12 24
Hours after treatment (hat)

C2 C4
1.00
(8]
=
8 0.75
5
&= Treatment
©
8 050 =] DON == Mock
c .
£
@)
p
0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 l
(5]
=
8 0.75
5
g Genotype
e C2 == C4
N 0.50 = C2
@®
£
o
p
0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
® 0.6
c
®
o
5
g Treatment
T 0.4 = DON == Mock
N °
=
£
@)
pd
0.2 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 J
(5]
=
éﬁ 0.75
2 Genotype
° = C2 == CM
R 050 = C4 == Remus
:
@)
4
0.25

48 96



12 24 48 96 0 12 24 48
Hours after treatment (hat)

,,,,,,, Mz . 5571631
A 8 3 fffffff RT . 1asemn
" 'Normalization ! Directly via KPX samples
Annotated as Flavonod (GlecF) Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(6 database hits) Cn total / Phe - 26 /
C2, C4; different treatments
C2 C4
So3
% L ]
©
C (Y
=
&= Treatment
2 02 =] DON == Mock
N
3
é 3
o
Z L ]
0.1 )
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
S o3
g
©
c
>
= Genotype
E 0.2 F= 2 = ca
s
£
(@]
Z [
0.1
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
g 0.75
©
C
>
g Treatment
2 050 =] DON == Mock
@ 0.
=
£
o .
Z 025
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
S 0.75
2
3 Genotype
° - = C2 == CM
E ' $ C4 E Remus
:
o
Z 0.25



MZ | 373.1284
A 45 ******* RT 1158min
. Normalization : Directly via KPX samples
Annotated as Flavonoid Cluster -
(30 database hits) Cntotal/Phe: 20/

C2, C4: different treatments

C2 C4

o 05
=
©
o
S 04
&= ' Treatment
5 == DON == Mock
% 0.3
S
S
p
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 0.5
=
(]
©
5 0.4
8 Genotype
3 = C2 == C4
N
T 03
£
)
p
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
[}
=
S o075
5
g Treatment
5 = DON == Mock
N 0.50
@© .
E ]
S
Z ==
0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
(5]
=
éﬁ 0.75
2 Genotype
o . = C2 == CM
E 0.50 $ C4 E Remus
: ,¢ , -
o -
4 ‘
0.25 .

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 177.0546

fffffff RT | 103mn
_ . rIndirectly via surrogate
u Normalization .

__Inthe KPX samples

Annotated as others (Coumarins) oo

(1 database hit) R
Cn total / Phe ! 10/9

C2, C4: different treatments

C2 C4
1.00
3
€ 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
=
S
5 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
S 0.75
©
c
>
g Genotype
5 050 = C2 == C4
N
£
£
o 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
[}
© 0.75
®
o
c
>
g Treatment
0.50
3 == DON == Mock
N
=
£
5 0.25 .
Z °
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
2 Genotype
= 0.50 = C2 == CM
E $ C4 $ Remus
:
o 0.25
4
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 369.1182
A 47 ******* RT . 116lmin
. Normalization : Directly via KPX samples.
Annotated as HCA derivative Cluster -
(1 database hit) Cntotal/Phe: 17/

C2, C4: different treatments

C2 C4
0.5
S04
c
©
©
5 03
=R Treatment
5 ] == DON == Mock
N 0.2
@
£
201
0.0 [Q,TLJ [QITLJ [QTLJ QTL QTL
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
Mock
0.5
S04 .
c
(] .
©
= .
g 0-3 . Genotype
2 . = C2 [ C4
N2 .
@
£
)
Z 0.1 — l; -
0.0 . . . . :
0 12 24 48 9% 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
©
c
>
g Treatment
g 00 = DON == Mock
N
=
£
S 0.25
Z
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3
€ 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 E Remus
£
S 0.25
Z
0.00 Yo . ° o0 2° o s

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 559.1784

fffffff RT 0 1327min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Flavonoid or others (GlcF) oo
(3database hits) g

C2, C4: different treatments

C2 C4
0.15
[}
2
©
©
5 0.10
&= Treatment
5 == DON == Mock
N
£ 0.05
S
z
TR+ TR+ TR+
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.16
S
S 0.12
©
2 NI ) L —
L o Genotype
© 0.08 == c2 B ca
.C__U °
=
B jrc—
< 0.04
=pg !
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 075
-g e
-cgd 1 Treatment
g % . = DON == Mock
N
=
£
5 0.25
Z on R ——
0.00 > :
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 075
-g [ ]
3 Genotype
= 050 = C2 == CM
E ¢ $ C4 $ Remus
£
5 0.25
z
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ | 345.097

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,

Tr I m et hy I t r I C e t I n Norm:I-irzation Direcuyzv?éoiprr;nsamples

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,

Cluste -
dentified metabolite (level 1) R
Cn total / Phe | 18/
C2, C4,; different treatments
C2 C4
1.00
3
< 0.75
©
5
&= Treatment
7 050 == DON == Mock
N
2
e
5 0.25
z
TR+
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
< 038
©
c
>
g Genotype
5 06 = C2 = C4
N
2
e
S 0.4
z
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
(0]
S
8 0.6
5
g Treatment
2 os == DON == Mock
N U.
2
£
o
Z
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
G 0.75
2
3 Genotype
° = C2 == CM
E 0.50 $ C4 $ Remus
:
o
z
0.25

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 640.2237
A 9 3 ******* RT 158mn
" Normalization | Directly via KPX samples.
Annotated as Flavonoid (diGIcF) Cluster | -
(10 database hits) Cntotal/Phe ! 29/9

C2, C4: different treatments

Cc2 C4
1.0
[}
2
©
T 038
=
&= Treatment
5 == DON == Mock
N
Tg 0.6
S
z
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
[} .
S
(]
T 038
>
g Genotype
= = C2 == C4
N
S 06
S
zZ
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
o 075 .
S
©
©
5
‘S 0.50 . Treatment
5 . = DON == Mock
N
=
£ .
5 0.25 .
Z L[]
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
8 °
S 0.75
2
3 Genotype
5 0.50 é = C2 == CM
E $ C4 E Remus
:
S 025 .
0.00 )

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 53 Rt 1226mn
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe | 18/9

C2, C4: different treatments

C2 C4
1.00
3 0.75
g
o
c
>
E 0.50 . ‘ Treatment
5 == DON == Mock
N
=
g 0.25 .
p
QTL QTL
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
(5]
S 0.75
(]
©
c
>
g 0.50 Genotype
2 =l C2 == C4
N
£
£
o 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 075 E
o
c
>
g Treatment
3 050 == DON [== Mock
N
=
£
S 0.25
pd
0.00 ‘ !
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3 .
S 075
I
2 Genotype
5 050 = C2 == CM
E $ C4 E Remus
:
S 0.25
4
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A ; 7 ~ RT
. Normalization

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe |

C2, C4: different treatments

12 24 48 96 0 12 24 48
Hours after treatment (hat)

C2 C4
1.0
3
G 058
o
c
>
&= Treatment
2 06 == DON == Mock
N
=
S
S
< 0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
g 08
©
c
>
= Genotype
E 0.6 i C2 [ C4
£
£
)
< 0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
[}
=
©
o
5
206 Treatment
5 = DON == Mock
N
=
£ 04
@)
pd
0.2 ‘
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.0
8 ®
S 08 .
I
2 Genotype
5 06 = C2 == CM
E $ C4 E Remus
:
S 04
4
0.2 .

96



,,,,,,, MZ 0 6011893
A | O | fffffff RT . 1679mn
" 'Normalization ! Directly via KPX samples
Annotated as Lignan Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(1 database hit) Cn total / Phe - 28 |
C2, C4; different treatments
C2 C4
1.0 .
[}
S 08
S
C
=
&= . Treatment
0.6
g == DON == Mock
E
5 0.4
pd
0.2
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0 .
[}
S 0.8
3
c
3
© 0.6 . Genotype
B = C2 == C4
S .
=z M
0.2 » :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8 eo
3
S 0.6
©
C
>
g Treatment
3 04 = DON = Mock
S
£
5 0.2
z
0.0 £
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3 .
c 075
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
pd
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, Mz 0 5311474
A 9 | fffffff RT . 1se7mn
" ‘Normalization | Directly via KPX samples
Annotated as others (Iridoidy Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(1 database hit) Cn total / Phe - 24 |
C2, C4; different treatments
C2 C4
1.0
3
S 0.8
©
c
>
&= . Treatment
B 06 . == DON == Mock
N
8
é e
S 04 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
S 0.8
©
c
>
g . Genotype
S 0.6 ’ e c2 B c4
N
8
£
2 04 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
» 06
(&)
&
©
c
>
Qo4 Treatment
5 = DON == Mock
N
8
£
202
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
3 Genotype
° 0.5 = C2 == CM
E . $ C4 E Remus
:
2 0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 419.0974
A 129 ******* RT . 2088min
" Normalization | Directly via KPX samples.
Annotated as Flavonoid (GIcF) Cluster | -
(17 database hits) Cntotal/Phe: 20/

0.8

C2, C4: different treatments

C2 C4

(8]
=
©
o
c
>
‘2 06 Treatment
5 == DON == Mock
N
g 0.5
S
p
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
o —
S 0.7
(]
©
S -
< 06 Genotype
kS . . = C2 = C4
g 0.5
)
p
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0 .
3
S 0.8
o
c
>
g Treatment
B 0.6 == DON == Mock
=
£
S 0.4
pd
0.2
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0 .
3
S 0.8
I
2 Genotype
5 06 = C2 == CM
E $ C4 E Remus
:
S 0.4
4
0.2

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A | 27 _RT 0 2069min
n Normalization | Directly via KPX samples

Annotated as Flavonoid Cluster

(74 database hits) Cn total / Phe | 171/

C2, C4: different treatments
C2 c4

o 97
=
©
o
5
2 0.6 Treatment
5 == DON == Mock
N
8
£ 05
S
Z .
0.4 ’ ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 07
=
(]
©
5
z 0.6 Genotype
= = C2 == C4
N
=
£ 05
)
Z
0.4 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0 .
3
S 08
-c L)
c
>
g Treatment
2 06 F = DON =5 Mock
N °
=
£ .
S
<04
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0 .
3
g 08
I
3 Genotype
° = C2 == CM
E 06 $ C4 E Remus
£
S
<04

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.98

Annotated as Flavonoid (diGIcF)
(17 database hits)

MZ | 639.1923
******* RT |  1648min
‘Normalization | Directly via KPX samples
fffff Cluster . -
Cn total / Phe E 29/

C2, C4: different treatments

12

24

48

96 0 12 24
Hours after treatment (hat)

C2 C4
0.9
(8]
=
©
o
S o8
&= Treatment
5 == DON == Mock
N
T 07
S
S
Z
0.6
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.9
(5]
e .
(]
©
S 0.8 .
g Genotype
B = C2 == C4
T 07 .
£
)
Z
0.6
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
Remus
1.0
(] E °
=
S o8
C .
>
g Treatment
©
2 06 =] DON == Mock
©
£
S
Z
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0 .
(5]
=
g 0.8
3 Genotype
° = C2 == CM
E 0.6 $ C4 E Remus
:
@)
Z
0.4

48 96



A.97

Annotated as Flavonoid (GIcF)

12

24

48

96 0
Hours after treatment (hat)

12

24

48

96

(51 database hits) Cn total / Phe | 23/
C2, C4,; different treatments
C2 C4
308
c
g L]
5
® 0.7 Treatment
= == DON == Mock
N
S
£
S 06
pd
0.5
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
3 0.8 .
c
3
c
>
g 07 Genotype
3 = C2 [ C4
N
S
£
o 0.6
pd
0.5 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
3
g 0.8
2
>
g . Treatment
® 06 ) = DON == Mock
'(—E L]
£
o
pd
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.0 .
3
& 0.8
I
3 Genotype
° = C2 == CM
E 0.6 $ C4 E Remus
:
o
pd
0.4



MZ 411.1287

fffffff RT 0 1318min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e
(1database hity e T

C2, C4: different treatments
C2 c4

3 0.6
g
o
c
>
B 04 Treatment
5 == DON == Mock
N
E
5 0.2
p
0.0 :
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
3 06
&
©
c
>
g 04 Genotype
= = C2 == C4
N
.Té
5 0.2 .
p . . >
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
1
[}
£ 0.75
o
c
>
g Treatment
B 00 == DON == Mock
N
=
£
5 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
(5]
£ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 445.1343

fffffff RT 0 1278min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e
(1database hity e T

C2, C4: different treatments

12

24

C2 C4
0.4
(8]
=
S o3
c
>
&= Treatment
T 0.2 == DON == Mock
N
=
S
S 0.1
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
(5]
=
S o3
c
>
g Genotype
g o2 = C2 [ C4
£
£
S 0.1 . ‘
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
c
>
g Treatment
7 090 == DON == Mock
N
.(_E L)
£
S 0.25
pd
0.00 . . ¢
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
(5]
£ 0.75
I
2 Genotype
< 050 = C2 == CM
E $ C4 $ Remus
z
S 0.25
4
0.00

96 0 12 24 48 96
Hours after treatment (hat)



MZ 538.2285

fffffff RT 0 1397min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Lignan oo
(2 database hits) e

C2, C4: different treatments

C2 C4
0.4
3
<03
o
c
>
&= Treatment
5 02 == DON == Mock
N
=
S
5 0.1
p
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
3
S 03
©
c
>
g Genotype
502 = C2 == C4
N
£
£
5 0.1
p
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 0.75
o
c
>
g Treatment
g 0-°0 == DON == Mock
N
=
£
S 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
.g $ C4 $ Remus
C_g & o
5 0.25 J s .
4 -l : E
0.00 w | "
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



MZ 540.2441

fffffff RT 0 1425min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Lignan oo
(1database hity e T

Normalized abundance

Normalized abundance

C2, C4: different treatments

C2 C4
0.8 :
0.6
04 Treatment
' == DON == Mock
0.2

0.0 =

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; different genotypes

DON Mock
0.8 .
0.6
os ’ Genotype
' = C2 == C4
0.2 M\é

0.0 * 2 e R

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

Normalized abundance

Normalized abundance

CM, Remus: different treatments

CM Remus
1.00
0.75
Treatment
050 == DON == Mock
0.25
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
0.75
Genotype
0.50 = C2 == CM
$ C4 $ Remus
0.25
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 556.2392

fffffff RT 0 1119min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Lignan oo

(1 database hit) e
Cn total / Phe ! 26/ 18

C2, C4: different treatments
C2 c4

® 0.6
c
©
©
c
>
S o4 Treatment
5 == DON == Mock
N
8
E 02
@)
Z L]
o ————————————————
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
® 0.6
c
(]
©
c
>
S 0.4 Genotype
3 = C2 == C4
N
.Té
5™ W
Z
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
8 |
S 0.75
©
C .
>
g Treatment
D 0.50 == DON == Mock
N
©
= i
Z 0.25 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 l
3
€ 0.75 s
I
2 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
Z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



UJ.6 e
u Normalization

Unknown Phe—derived wheat—metabolite

12 24 48 96 0 12 24 48
Hours after treatment (hat)

Cn total / Phe | 717
C2, C4; different treatments
C2 C4
1.0
\ .
.‘E 0.8
% . Treatment
5 == DON == Mock
Nos6 .
@©
£
Z
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
-‘E 0.8
.§ Genotype
2 . = C2 [ C4
Nose
CU °
£
(@]
z
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
S 0.8
E
-§ Treatment
S 0.6 == DON F==| Mock
'(—E .
£ .
o
< 04 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON
1.0
3
S o8
é Genotype
o = C2 == CM
E 0.6 $ C4 E Remus
:
o
z
0.4

96



A.58

Annotated as Putative benzoic acid derivative

(1 database hit)

C2, C4: different treatments

48

96 0
Hours after treatment (hat)

48

96

C2 C4
1.0
[}
2
_c.g 0.8
% Treatment
©
2 06 =] DON == Mock
©
£
S
pd
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
[}
S
_cé 0.8
.§ Genotype
©
Los = C2 == C4
©
= .
S
pd
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
(0] .
S
-‘é 0.75
-c% Treatment
5 ’ = DON == Mock
= 0.50 .
@©
£
S
z
0.25 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
1.00
[}
e
S 075
é Genotype
° = C2 == CM
% 0.50 = C4 == Remus
=
S
pd
0.25



A 94 Rt 1e2amn
n Normalization | Directly via KPX samples

Annotated as Putative phenylacetic acid derivative Cluster

(2 database hits) Cn total / Phe | 17178

C2, C4: different treatments

C2 C4
1.0 .
3
S 0.8
o
c
>
&= Treatment
S 0.6 == DON == Mock
N
8
S
’g 0.4
0.2
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
3
S 0.8
©
c
>
g Genotype
T 06 = C2 == C4
N
=
£
S 04
0.2 '
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
8075
c
©
o
c
>
g . . Treatment
B 030 o == DON == Mock
N
=
£
2 025 . .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
2 Genotype
° 050 = C2 == CM
E . $ C4 $ Remus
£
S
Z 0.25

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.96

Annotated as Putative phenylacetic acid derivative
(1 database hit)

335.1128

Indirectly via surrogate
in the KPX samples

Cn total / Phe

Normalized abundance

Normalized abundance

1.00

0.75

0.50

0.25

0.00

1.00

0.75

0.50

0.25

0.00

C2, C4: different treatments

M

Hours after treatment (hat)

DON, Mock; different genotypes

il

96
Hours after treatment (hat)

Treatment

== DON == Mock

Genotype

= C2 == C4

Normalized abundance

Normalized abundance

0.6

0.4

0.2

0.0

1.00

0.75

0.50

0.25

0.00

CM, Remus: different treatments

Hours after treatment (hat)

DON, Mock; all four genotypes

Hours after treatment (hat)

Treatment

== DON == Mock

Genotype
= C2 == CM
$ o7} $ Remus



MZ 600.2654

fffffff RT | 1455min
. Indirectly via surrogate
n Normalization |

__Inthe KPX samples

Annotated as Lignan oo

: Cluster Cluster 2
(1 database hit) e Uit
Cn total / Phe | 28/9
C2, C4; different treatments
C2 C4
0.100 u
[}
=
S 0.075
5
&= Treatment
3 0.050 == DON == Mock
N
S
£
S 0.025 .
0.000
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.100 n
[}
S
8 0.075
5
= Genotype
© 0.050 = C2 [ C4
S
£
2 0.025 ’ I .
0.000 ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
< 0.75
©
C
>
g Treatment
g 020 == DON == Mock
N
X
£
S 0.25
Z L]
0.00 —J—'—
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25 .
pd
. |
0.00 "m =

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 586.2496

fffffff RT 0 128min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e

: Cluster Cluster 2
(1 database hit) S
Cn total / Phe | 2719
C2, C4; different treatments
C2 C4
0.3
[}
=
<
5 0.2 1
&= Treatment
5 == DON == Mock
N
5
£ 0.1
S
Z
o [] ! - I#
0.0 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.3
[}
=
3
5 0.2 1
g Genotype
= = C2 == C4
N
.C__U L]
€ 0.1 -
B L]
Z
0.0 . ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3 l
< 0.75
©
5
g : Treatment
g 0% o = DON == Mock
N
g
E |
S 0.25
Z —
0.00 . oo e !
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3 ‘
c 0.75
I
3 Genotype
S 050 i = C2 == CM
E $ C4 $ Remus
g ]
5 0.25
Z
0.00 e o

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 371.149

fffffff RT 0 19min
_ . rIndirectly via surrogate
n Normalization .

__Inthe KPX samples

Annotated as Flavonoid e

Cluster Cluster 2
(21 database hits) S e
Cn total / Phe | 21/
C2, C4; different treatments
C2 C4
0.20
3
&
g 0.15 i
&= Treatment
2 010 P = DON == Mock
'(—E °
£
S 0.05 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
. 0.20
g
g 0.15
g Genotype
E 0.10 . el C2 e c4
8
£
> 0.05 . |
0.00 , : :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
< 0.75
©
c
>
g Treatment
© 050 . = DON == Mock
g
£ 0.25
50
0.00 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
©
§ 0.25
Z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 540.2439

fffffff RT | 1315min
. rIndirectly via surrogate
n Normalization |

__Inthe KPX samples

Annotated as Lignan oo

: Cluster Cluster 2
(1 database hit) e et
Cn total / Phe | 26/18
C2, C4; different treatments
C2 C4
0.20
q) J
2 0.15
<
c
>
&= Treatment
7 010 == DON == Mock
N
8
£
S 0.05
Z -
0.00 ‘ = =
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20
q) J;
2 0.15
3
c
>
= Genotype
5 0.10 = C2 = C4
N
=
£
o 0.05
Z
. ‘ M
0.00 : *
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
©
c
>
g Treatment
7 090 == DON == Mock
N
=
£
S 0.25
Z
0.00 : i .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z
OOO - 2 . _____________________________________________________________ ]
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



MZ 369.1182

fffffff RT 0 1297min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Putative phenylacetic acid derivatve oo

(8 database hits) R
Cn total / Phe ! 17/8

C2, C4: different treatments

C2 C4
0.6
(8]
=
©
©
c
> 04
&= Treatment
5 == DON == Mock
N
5
£ 0.2
S
Z [ ]
0.0 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
(5]
=
(]
©
S 04
8 Genotype
= = C2 == C4
N
8
£ 0.2
(@]
Z
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 0.75
©
c
>
g Treatment
g 050 = DON = Mock
N
g
£
S 0.25
zZ
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3 (]
€ 075 1 |
S B 1
c
2 - é Genotype
= 050 = C2 == CM
E $ C4 E Remus
£
S 0.25
Z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 565.1915

fffffff RT 0 17.01min
_ . rIndirectly via surrogate
| Normalization |

o in the KPX samples
Annotated as Flavonoid (diGIlcF) s T
(3database hits) g

C2, C4: different treatments

C2 C4
0.25
8 0.20
c
©
©
5 0.15
&= ' Treatment
5 == DON == Mock
N 0.10
c
£
S 0.05
e 2
0.00 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.25
8 0.20
c
(]
©
S 0.15
g Genotype
= = C2 == C4
N 0.10
@
£
2 0.05 AR
0.00 . ‘ :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
©
c
>
g Treatment
B 050 == DON == Mock
N
=
£
S 0.25
pd
0.00 M
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
0.00 .AL—.

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 357.1183

in the KPX samples

Annotated as HCA derivative @ e

fffffff RT 0 1027min
_ . rIndirectly via surrogate
[ | Normalization |

(1 database hity TR T

C2, C4: different treatments

48

96 0 12 24 48 96
Hours after treatment (hat)

C2 C4
0.6
(8]
=
a
T 04
>
&= Treatment
5 == DON == Mock
N
g 0.2
S
p
0.0 D ——
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
(5]
=
c
2 o4
>
g Genotype
3 = C2 == C4
N
802
)
p
0.0 e —————___
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
g 00 == DON == Mock
N
=
£
S 0.25
pd
0.00 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
0.00



MZ | 165.0549

in the KPX samples

Annotated as HCA derivative @ e

fffffff RT_ . 96min
_ . rIndirectly via surrogate
n Normalization .

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

Cluster Cluster 2
(@ database fits) cnoaiphe sl
C2, C4,; different treatments
C2 C4
0.6 1
[}
2
S
5 04
&= Treatment
5 == DON == Mock
N
g 0.2
S
z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6 |
[}
S
3
S 04
= Genotype
3 = C2 == C4
N
2
£ 02
(@]
z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 L
9 . . u
< 0.75
©
5
g Treatment
7 050 == DON == Mock
N .
2
E [ ]
5 0.25
Z
0.00 -
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
9 1
< 0.75
2
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z L L ]
0.00 -sm—



Annotated as HCA derivative @ e
(1 database hity - TEEEoo TE

MZ 531.171

in the KPX samples

fffffff RT | 642min
. Indirectly via surrogate
n Normalization .

C2, C4: different treatments

96 0 12 24 48 96
Hours after treatment (hat)

C2 C4
0.8 .
(8]
2 0.6
a
o
c
>
&= Treatment
0.4
5 == DON == Mock
N .
=
S
5 0.2
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
(5]
S 0.6
c
©
c
2
S o4 Genotype
D = C2 == C4
N
£
£
5 0.2
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 re
8 N J;
€ 0.75
o
c
>
g Treatment
g T = DON == Mock
N
=
£
S 0.25
pd
0.00 S
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 -
: _ |
€ 0.75
I
2 Genotype
< 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
0.00 e e ————————————



A.14

Annotated as HCAA

MZ 251.1393

Indirectly via surrogate
in the KPX samples

12 24 48 96
Hours after treatment (hat)

Cluster -
(2 database hits) il el
Cn total / Phe | 13/9
C2, C4,; different treatments
C2 C4
0.12 .
(8]
2 0.09
|
>
® 0.06 Treatment
= == DON == Mock
N
E
5 0.03
Z L]
0.00 e
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.12 .
(5]
S 0.09
|
>
g 0.06 Genotype
50 u = C2 == C4
N
.Té
5 0.03
p
0.00 - .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
©
c
>
g Treatment
7 00 == DON == Mock
N
E
5 0.25
pd
0.00 —.——-
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 = CM
E $ C4 $ Remus
©
§ 0.25
4
0.00

0 12 24 48 96



I I T T MZ L 209.0809
Sinapaldehyde .. —
'Normalization ! Directly via KPX samples
Cluste | -
dentified metabolite (level 1) e
Cn total / Phe | 11/
C2, C4,; different treatments
C2 C4
0.9
[}
8 © L )
808
5
&= Treatment
5 07 == DON == Mock
N
'C—E [ ]
£ 06
o
z
0.5 . a8
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.9
[}
S
S o8
c
>
g Genotype
5 07 = C2 = C4
N
2
£ 0.6 .
(@) .
z
0.5
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.0
8 (]
< 038
©
5
g Treatment
5 06 == DON == Mock
N
2
£
S 0.4
Z
0.2 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.0
3
< 0.8
2
3 Genotype
S 06 = C2 = CM
E $ C4 $ Remus
£
5 0.4
z
0.2 .

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 409.1107

fffffff RT 0 1298min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as Putative phenylacetic acid derivatve oo
(1 database hit)y g

C2, C4: different treatments

C2 C4

1.00
3
€ 075
o
c
: L)
&= Treatment
g —] = DON [== Mock
N
=
S
5 0.25
p

0.00 ’

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00
3
S 075
©
c
>
g Genotype
T 0.50 = C2 == C4
N
£
£
o 0.25
p

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

® 06
c
®
o
c
>
S o4 Treatment
5 = DON == Mock
N
=
£
5 0.2
pd

0.0

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00
3
S 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 E Remus
z
S 025
4

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ | 211.0966

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,

|
Sinapyl alcohol .. S L.
Normalization ! Directly via KPX samples

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,

Identified metabolite (level 1) B e P R
n tota e.

C2, C4: different treatments

C2 C4
1.00
3
< 0.75
©
c
>
&= Treatment
7 00 == DON == Mock
N
5
£
5 0.25
Z
- N g TR+
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
S 0.75
©
: | ..
8 Q == 1 Genotype
T 050 ] = C2 == C4
N
8
£
> 0.25
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
3
S 06
©
c
>
g Treatment
g 04 == DON == Mock
N
g
£
S o2
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
2 Genotype
= 050 = c2 = CM
E B $ C4 $ Remus
£
S 0.25
Z
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



- MZ ~ 166.0864
Phenylalanine ..
'Normalization | Not normalized
Cluster -
|dentified metabolite (level 1) T R
Cn total / Phe | 9/9
C2, C4,; different treatments
C2 C4
1.00
3 — l
< 0.75 o -
©
c
>
&= Treatment
7 050 == DON == Mock
N
8
£
5 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3 - J
< 0.75 | ]
©
c
>
g Genotype
5 0.50 = C2 = C4
N
8
=
S 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
(0]
=
806
5
g Treatment
B 04 == DON == Mock
N
8
£
S o2
0.0 [} @ L]
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
< 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
pd
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



Annotated as Putative benzoic acid derivatve oo

Mz 374.1448

fffffff RT 0 14min
_ . rIndirectly via surrogate
n Normalization .

in the KPX samples

(10 database hits) g

C2, C4: different treatments

48

C2 C4
0.4 . .
3
S 03
o
c
>
&= Treatment
302 = DON == Mock
N
=
S
S 0.1
p
-
0.0 . ¢
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4 . o .
3
S 03
©
5
g J_ Genotype
B 0.2 = C2 == C4
N .
£
£
o 0.1
p
0.0 ‘ -
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
c 0.75
o
c
>
g Treatment
g 020 == DON == Mock
N
=
£
S 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00

96 0 12 24 48 96
Hours after treatment (hat)



A 2 7 _RT 0 eaemin
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe | 171/

C2, C4: different treatments

12

24

48

C2 C4
0.6 «
(8] .
=
©
© .
S 04
g ’ Treatment
5 == DON == Mock
N
=
£ 0.2
S
p
o - . QTL
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
(5] .
=
: =
©
5
3 0.4 e Genotype
3 = C2 == C4
N
£
€ 0.2
o
p
0.0 = .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
7 090 == DON == Mock
N
=
£
S 0.25
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
z
S 0.25
4
0.00

96 0 12 24 48 96
Hours after treatment (hat)



| l 3 _RT . 96mn
u Normalization | Directly via KPX samples

Cluste -
Unknown Phe-derived wheat-metabolite - e —
Cn total / Phe | 9/9
C2, C4,; different treatments
C2 C4
o 0.6
= .
<
5
2 04 Treatment
3 : == DON == Mock
N
8
E 0.2 .
@) .
pd
0.0 e ‘ —‘7
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 0.6 .
8 °
3
5
S04 Genotype
2 : = C2 = Ca
N
8
£ 02
Z L ]
0.0 . «
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
©
c
>
g Treatment
B % . = DON == Mock
N L]
8
£
o 0.25
pd
0.00
12 24 48 96 0 12 24 48 926
Hours after treatment (hat)
DON, Mock; all four genotypes
1.00
3
€ 0.75
I
3 Genotype
= 0.50 = C2 == CM
E $ C4 E Remus
£
S 0.25
pd
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 26 _RT 1 seomin
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(7 database hits) Cn total / Phe | 9/

0.5

Normalized abundance
o o o
N w N

o
=

0.0

0.5

Normalized abundance
o o o
N w N

o
=

0.0

C2, C4: different treatments
C2 c4

| :

|

Treatment

== DON == Mock

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; different genotypes

DON Mock

Genotype

= C2 == C4

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

1.00

0.75

0.50

Normalized abundance

0.25

0.00

1.00

0.75

0.50

0.25

Normalized abundance

0.00

CM, Remus: different treatments
CM Remus

Treatment

= DON == Mock

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; all four genotypes

DON Mock

Genotype
= C2 == CM
$ o7} E Remus

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 415.1389

fffffff RT i 2122min
. Indirectly via surrogate
[ Normalization |

__Inthe KPX samples

Annotated as Flavonoid or Lignan
(10 database hits) o TIT

C2, C4: different treatments

C2 C4
0.15 )
(8]
= .
©
o
S 0.10
&= Treatment
5 == DON == Mock
N
£ 0.05
S
p
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.15 )
(5]
= «
(]
©
S 0.10 . .
g Genotype
ks ’ = C2 == C4
N
£
£ 0.05
)
p
0.00 e
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
c
>
g . Treatment
5 050 == DON == Mock
N
=
£
5 0.25
] M
0.00 ,
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25 ;
] %
0.00 .a_-ﬁ |

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 395.1102

in the KPX samples

Annotated as Flavonoid e

fffffff RT | 1759min
_ . rIndirectly via surrogate
u Normalization .

(30 database hits) g

C2, C4: different treatments

Hours after treatment (hat)

C2 C4
0.25
1
o 0.20
=
©
o
S 015
&= Treatment
E 010 == DON == Mock
=
£
S 0.05
BN « [] E—— TR
0.00 =
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.25
1
o 0.20
=
(]
©
S 015
g Genotype
E 0.10 = E 4
£
£
> 0.05
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
7 090 == DON == Mock
N °
=
£
5 0.25
pd
0.00 M'—
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 8
(5]
£ 0.75 |
3 -
2 Ij Genotype
< 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
4
0.00 e s
12 24 48 96 0 12 24 48 96



MZ 450.1609

fffffff RT 0 1278min
_ . rIndirectly via surrogate
| Normalization |

in the KPX samples

Unknown Phe—derived wheat—metabolite Cluster

Cn total / Phe E 18/6

C2, C4: different treatments

C2 C4
0.25 J_
8 0.20 . .
©
©
5 0.15
= 0. Treatment
g == DON == Mock
= 0.10
£
2 0.05
€ °
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.25 J_
q) L[]
S 0.20 s .
(]
©
5
£ 015 J_ Genotype
3 ‘ = C2 == C4
= 0.10 a
e T
)
Z 0.05
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
©
c
>
g Treatment
g 020 == DON == Mock
N
'(—E °
£
S 0.25
Z
0.00 ;Au—
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
-g e
2 Genotype
S 050 \ ¢] = C2 = CM
.g . $ C4 $ Remus
5 =
5 0.25 =
Z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.86

Annotated as Flavonoid
(30 database hits)

Cn total / Phe 5

C2, C4: different treatments

0

12

24

48

96 0
Hours after treatment (hat)

24

48

96

C2 C4
0.20
(8]
© 0.15
©
o
c
>
< 0.10 Treatment
5 == DON == Mock
N
=
g 0.05
p
TR+
0.00 ‘
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20
(5]
O 0.15
(]
©
c
>
g 0.10 Genotype
= = C2 == C4
N
£
£
5 0.05
p
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
8 L L
€ 0.75
o
c
: [}
g Treatment
g > ) = DON == Mock
N
= .
£
S 0.25
Z L)
0.00 M
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
8 I L[] *
€ 0.75
-g °
2 ° Genotype
S 050 . = C2 == CM
E $ C4 $ Remus
: w , -
S 0.25
Z °
0.00 EEI;H o EW » : S ¢.m : : =



,,,,,,, MZ 0 4342024
A 7 3 fffffff T 1asemn
" ‘Normalization | Directly via KPX samples
Annotated as Putative phenylacetic acid derivatve Cﬁ:ﬁlgfsftgrﬁmi 7777777777777 -
(1 database hit) Cn total / Phe - 19/8
C2, C4; different treatments
C2 C4
1.00
3
€ 0.75
©
c
>
&= Treatment
g 050 =l DON == Mock
N
S
£
S 0.25
Z
0.00 :
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
= Genotype
5 0.50 = C2 == C4
N
S
£
o 0.25
pd -
0.00 *
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
o 075
(&)
&
©
c
>
= Treatment
S 0.50
5 = DON == Mock
N
X
£
o
Z 0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
8 L]
€ 0.75
I
2 Genotype
S 0.50 = C2 == CM
E $ C4 E Remus
:
S 0.25
pd
0.00 *

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 438.2389

fffffff RT 0 1422min
_ . rIndirectly via surrogate
[ | Normalization |

_ in the KPX samples
Annotated as HCAA (diIHCAA) oot
(1 database hit) g

C2, C4: different treatments

C2 C4
0.6
(8]
=
©
o
S 04
&= ' Treatment
5 == DON == Mock
N
=
£ 0.2 .
S .
pd .
0.0 —M
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
(5]
=
(]
©
S 04
3 , Genotype
= = C2 == C4
N
=
£ 02 . .
)
Z L]
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75 l
o
c
= Treatment
@©
7 090 . - == DON == Mock
N e
.(_E e
£
S 0.25
pd
0.00 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



C h I O rO g e n I C a.C I d Norm:I-irzationDirectIy\?i.a KPX samples

|dentified metabolite (level 1) T s

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

Cn total / Phe | 16/
C2, C4,; different treatments
C2 C4
0.6
[}
=
L o4
5
&= Treatment
5 == DON == Mock
N
T 0.2
£
O L]
pd
TR+ | TR+ ‘ R
0.0 B -
0 12 24 48 96 0 12 24 48 926
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.6
[}
=
S04
5
= Genotype
= = C2 == C4
N
T 0.2
£
(@) .
Z _l%
0.0 ,
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
©
5
g Treatment
5 050 == DON == Mock
N
'(—E °
£
5 0.25 : E
pd
0.00 e —————————
0 12 24 48 96 0 12 24 48 26
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 075
I
3 . Genotype
S 050 = C2 = CM
E . $ C4 $ Remus
£
5 0.25
pd
0.00



MZ 313.1282

fffffff RT 0 17.283min
_ . rIndirectly via surrogate
| Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e

Cluste -
(1 database hiy e
Cn total / Phe | 15/
C2, C4,; different treatments
C2 C4
o 03 l
=
<
5
802 ° Treatment
5 == DON == Mock
N
8
€ 01
@)
Z
——-— o —
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 03 l
=
3
5
202 . Genotype
3 = C2 == C4
N
=
€ 01
(@]
Z
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 J_
8 ®
€ 0.75
©
5
2 . Treatment
g 00 == DON == Mock
N
'(_E [
£
S 0.25
Z .
0.00 —— .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 l
8 L]
0.
é 75
é Genotype
_g 0.50 > = C2 $ CM
E . $ C4 $ Remus
£
5 0.25
Z L
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 5 R 4lsmn
n Normalization ' Not normalized

Annotated as others (Phenol) Cluster

(1 database hit) Cn total / Phe | 6/

C2, C4: different treatments
C2 c4

J__L
: |
S04 i
o
c
>
&= Treatment
5 == DON == Mock
N
‘T 0.2
S
S
Z L)
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
J_ 1
: |
S04 :
©
c
>
g Genotype
3 = C2 == C4
N
T 0.2
£
5 o
Z L]
0.0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
c 0.75
o
c
>
g Treatment
g 0-°0 == DON == Mock
N
=
£
S 0.25
pd
—M.: M—
0.00 . °
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 0.75
I
2 Genotype
= 050 L = C2 == CM
E $ C4 $ Remus
z
S 0.25
i M
0.00 > v, -
0 12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



A | 7 _RT 0 729min
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe | 15/

C2, C4: different treatments
C2 c4

(8]
=
8 0.4
c
>
&= — Treatment
5 == DON == Mock
N
T 02
S
S
] %4
0.0 :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
(5]
=
_g 0.4 .
c
>
= - Genotype
= = C2 == C4
N
T 0.2
E .
)
p K !
0.0 ‘ ‘ ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75
o
c
>
g ] Treatment
g 030 == DON == Mock
N
=
£
S 0.25
pd
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 i = C2 == CM
E $ C4 $ Remus
z
S 0.25
Z L] [}
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 549.2118

fffffff RT | 17.96min
_ . rIndirectly via surrogate
u Normalization .

__Inthe KPX samples

Annotated as Lignan oo

Cluster -
(1 database hit) S Il
Cn total / Phe | 31/18
C2, C4; different treatments
C2 C4
0.20 :
3
S 0.15
©
c
: L
&= Treatment
T 0.10 ) == DON == Mock
N
5
£
S 0.05
] —L
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.20 :
3
S 0.15
©
c
> °
= Genotype
B 0.10 . = C2 = C4
N
.C__U L]
£ : ,
o 0.05 . .
Z
0.00 bl Q =
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
< 0.75
©
c
>
g Treatment
g ) = DON == Mock
N
g
£
5 0.25
zZ
0.00 - 3
0 12 24 48 9% 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
2 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z
0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 369.1181

fffffff RT 0 1226min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e
(1database hity e Tl TITIT T

C2, C4: different treatments

C2 C4
1.00
3
€ 0.75
©
5
&= Treatment
7 050 == DON == Mock
N
3
e
5 0.25
z
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
[}
£ 0.75
©
c
>
g Genotype
= 0.50
5 = C2 == C4
s
e
5 0.25
Z L ]
0.00 e — >
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
® 0.6
S
S
©
5
S04 Treatment
3 == DON == Mock
N ° °
=
€ 0.2
o
] _&_
0.0 - - -
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
[}
£ 0.75
2
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
z .
0.00 . 22

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 32 _RT L 9e3min
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(1 database hit) Cn total / Phe - 9/9

C2, C4: different treatments

48

C2 C4
0.8 .
8 06
g
©
c
3 Treatment
T 0.4
5 == DON == Mock
N
.Té
5 0.2
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8 .
(5]
S 0.6
(]
©
5
g 04 Genotype
3 = C2 B C4
£
£
5 0.2
p
0.0 B e ——— ™
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
c 0.75
©
c
>
g . Treatment
© 050 . = DON == Mock
=
£
S 0.25
pd
0.00 :
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 075 ‘
I
2 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
0.00 e ——

96 0 12 24 48 96
Hours after treatment (hat)



A.35

Annotated as others (dipeptide)
(1 database hit)

Cn total / Phe

C2, C4: different treatments

48

96 0
Hours after treatment (hat)

12

24

48

96

C2 C4
1.00
3
€ 075
o
c
>
&= Treatment
g 050 == DON == Mock
=
% 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
g Genotype
E 0.50 B 2 E c4
£
% 0.25
i L At————————
000 —— ® e
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
o 075
=
©
o
5
< 0.50 Treatment
g . == DON == Mock
=
€ 0.25
@)
Z (]
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3
€ 0.75
I
2 Genotype
S 050 = C2 == CM
.g $ C4 $ Remus
©
S
‘Za 0.25
0.00



,,,,,,, Mz 0 3791009
A 4 O fffffff RT L 103mn
" ‘Normalization | Directly via KPX samples
Annotated as HCA derivatve C}J{{SF?LWE 777777777 Cluster3
(1 database hit) Cn total / Phe - 9/9
C2, C4; different treatments
C2 C4
0.75
3
&
©
5
S 0.50 Treatment
5 == DON == Mock
N
c
€025 .
o
pd
TR+ TR+ TR+
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
o 0.75
(&)
g
©
c
>
? 0.50 Genotype
3 = C2 == C4
N
.c_g ]
> 025
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75
©
c
>
g Treatment
g 050 . = DON == Mock
N
.(_g
2 025
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3
S 0.75
I
2 Genotype
% 050 = C2 == CM
A $ c4 $ Remus
©
=
S 0.25

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 369.1183

fffffff RT 0 954min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e
(1database hity e Tl TITIT T

C2, C4: different treatments

C2 C4
0.100 —
3
S 0.075 s
o
c
>
&= Treatment
5 0.050 == DON == Mock
N
=
£
S 0.025
pd
0.000
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.100 _
3
S 0.075
©
c
>
g Genotype
E 0.050 B o2 E ca
N
=
£
5 0.025
p
0.000 e a0
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
7 050 == DON == Mock
N
=
E °
5 0.25
Z B ..
0.00 T :
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
€ 0.75
I
2 Genotype
S 050 = C2 = CM
E $ C4 $ Remus
£
5 0.25
z
0.00 e ———-—

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A 29 _RT L 9stmin
n Normalization | Directly via KPX samples

Annotated as HCA derivative Cluster

(3 database hits) Cn total / Phe - 10/

C2, C4: different treatments

C2 C4
0.4
(8]
=
303
5
&= Treatment
© 02 == DON == Mock
N
=
S
’g 0.1
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
(5]
=
(]
'§ 0.3
g Genotype
© 02 = C2 [ C4
£
£
> 01
0.0 . i .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
3
€ 0.75
o
c
>
g Treatment
g 00 == DON == Mock
N
=
E °
S 0.25
pd
0.00 ‘ .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
€ 0.75
I
2 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
4
© ]
0.00 ¢ ‘ . S
12 24 48 96 0 12 24 48 96

Hours after treatment (hat)



,,,,,,, MZ 0 1950653
A 3 8 fffffff RT . 102emn
" ‘Normalization | Directly via KPX samples
Annotated as HCA derivatve QJQ?P?[WWE 777777777 Cluster3
(3 database hits) Cn total / Phe - 10/9
C2, C4; different treatments
C2 C4
0.8 ’
3 .
S 06
©
c
>
&= Treatment
g 04 . == DON == Mock
N
8
£
o 0.2
Z L]
TR+ TR+
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
[}
8 .
S 06
c
>
= Genotype
D 0.4 = C2 = C4
N
8
£
302 :
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
8 L]
S 0.75
©
c
>
g Treatment
g 0.50 == DON == Mock
N
8
£ =
O L ]
Z 0.25 . g .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock
1.00
3
S 0.75
I
2 Genotype
5 050 = C2 == CM
E $ C4 $ Remus
:
S 025
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.60

Annotated as Flavonoid or Lignan
(10 database hits)

Cn total / Phe

C2, C4: different treatments

48

96 0
Hours after treatment (hat)

24

48

96

;%E

C2 C4
1.00
3
€ 075
o
c
>
&= Treatment
7 050 == DON == Mock
N
=
S
5 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
g 0.75
©
c
>
g Genotype
E 0.50 = C2 == C4
£
£
5 ’ :
Z 0.25 f i |
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
[}
% 0.75
o
c
>
g Treatment
g 0.50 == DON == Mock
N
=
£
S
< 0.25
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
§ °
ac 0.75
E .
2 Genotype
° = C2 == CM
E 050 $ C4 $ Remus
& o
S
Z 0.25



A.23

Annotated as HCA derivative
(1 database hit)

Cn total / Phe

C2

C2, C4: different treatments

C4

12

24

48

96 0
Hours after treatment (hat)

24

48

96

Q0.3
c
©
©
C
=
S 0.2 Treatment
5 == DON == Mock
N
3
€01
o
z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
© 0.3
C
(]
©
c
>
S 02 Genotype
3 = C2 == C4
N
s
E o1
(@]
Z L]
0.0 ’ ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
Remus
1.00
3
075
©
C
>
g Treatment
§ 0-50 == DON == Mock
=
£
5 0.25
z
0.00 - °
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
< 0.75
2
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z L
0.00 h -



MZ 838.2766

fffffff RT | 1976min
_ . rIndirectly via surrogate
| Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e

Cluster Cluster 3
(2 database hits) e it
Cn total / Phe | 38/9
C2, C4; different treatments
C2 C4
0.20 |
% e
S o015
: |
&= Treatment
g 0.10 == DON == Mock
N °
S
£
’g 0.05
0.00 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1
0.20
§ L]
T 0.5
5
= Genotype
E 0.10 = C2 == C4
S
£
S 005
0.00 ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
< 0.75
©
5 .
g Treatment
g 030 == DON == Mock
X
S 0.25
z .
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
c 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25
Z L]
0.00 *_‘

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ 339.1076

fffffff RT 0 1179min
_ . rIndirectly via surrogate
[ | Normalization |

__Inthe KPX samples

Annotated as HCA derivative @ e

(1 database hit) R
Cn total / Phe ! 16/

C2, C4: different treatments

48

C2 C4
0.4
[}
203
©
2
% . 1 Treatment
= == DON == Mock
N
3
£
5 0.1
z
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
[}
S 0.3
(]
©
c
3
S 4. Genotype
D = C2 == C4
N
s
=
501
zZ
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
: |
c 0.75
©
C
>
g Treatment
g ‘ = DON == Mock
N
=
£
5 0.25
z
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
: J
c 075
2
3 Genotype
< 050 = C2 == CM
E $ C4 $ Remus
£
5 0.25 .
P ° .
0.00 —ww - »

96 0 12 24 48 96
Hours after treatment (hat)



| ' 7 ******* RT | 12.96min
u Normalization | Directly via KPX samples

Unknown Phe—derived wheat—metabolite .

C2, C4: different treatments

C2 C4

0.8 «
q) e
S 06
S (]
3
@ - Treatment
B o — > =l DON == Mock
:
o 0.2
Z L)

) TR+ : .
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

0.8
(5]
=
S o6
5
g Genotype
B 04 = C2 == C4
£
£
)
Z 0.2

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
Remus

1.00
3
S 0.75
o
c
>
g Treatment
S 0.50 == DON F==| Mock
N
=
£
S 025

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
Mock

1.00 .
3
S 0.75
I
3 Genotype
S
T 0.50 = c2 B oM
E $ C4 E Remus
S 025 a—

48

96 0 12 24 48 96
Hours after treatment (hat)



A.46

Annotated as Putative phenylacetic acid derivative

(1 database hit)

Cn total / Phe

C2, C4: different treatments

24

48

96 0
Hours after treatment (hat)

12

24

48

96

C2 C4
1.00 .
3
& 0.75 .
©
c
>
&= Treatment
D 050 = DON == Mock
N
-(_E L)
S
S
Z 0.25 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 .
8 L)
g 0.75 .
©
% °
= Genotype
© 050 . = C2 = c4
E .
£
)
Z 0.25 .
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
(0]
2 0.75
©
©
c
>
g Treatment
B 0.50 = ' == DON == Mock
N =
@©
£ .
2 025
0 12 24 48 9% 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 0.75
I
2 PR Genotype
© =
B 0.50 R e = C2 == CM
= $ c4 $ Remus
g °
S 025 .



,,,,,,, MZ 1 4511216
g R wasmn
" ‘Normalization | Directly via KPX samples
Cluster | Cluster 3
Unknown Phe-derived wheat—-metabolite T bbbt
Cn total / Phe | 9/9

C2, C4: different treatments

48

C2 C4

1.00 .
3
€ 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
8
S
5 0.25
Z

0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock

1.00 .
3
S 0.75
©
c
>
g Genotype
T 050 = C2 == C4
N
=
£
> 0.25

0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus

0.8
3
S 06
o
c
>
g Treatment
g 04 == DON == Mock
N
=
£
’g 0.2

0.0

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock

1.00 .
3
S 0.75
I
3 Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£
S 0.25
Z

0.00

96 0 12 24 48 96
Hours after treatment (hat)



A.G6

Annotated as HCA derivative
(2 database hits)

C2, C4: different treatments

48

96 0
Hours after treatment (hat)

48

96

C2 C4
1.00 .
3
€ 075
o
c
>
&= Treatment
7 00 == DON == Mock
N
=
S
5 0.25
p
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00
3
€ 0.75
©
c
>
g Genotype
5 050 = C2 == C4
N
£
£ .
S 0.25 .
p .
0.00 . .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
3
S 0.6
© .
c
>
g Treatment
3 04 = DON == Mock
N
=
£
o 0.2
Z L]
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 0.75
I
3 Genotype
= 050 = C2 == CM
E $ C4 $ Remus
z
S 0.25
4
0.00



A 5 7 _RT . 1276mn
u Normalization | Directly via KPX samples

Annotated as others (Phenol) Cluster

(1 database hit) Cn total / Phe | 9/6

C2, C4: different treatments

C2 C4
1.0 .
(8]
'§ 0.8
&= Treatment
g == DON == Mock
g 0.6
S
Z
0.4 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.0
(5]
'§ 0.8
g Genotype
B = C2 == C4
g 0.6
)
Z
0.4
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
w L[]
=
S 075
c
-§ Treatment
3 == DON == Mock
= 050
@©
£
S
Z
0.25 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 o o
(5]
3 0.75
é Genotype
° = C2 == CM
% 0.50 = C4 == Remus
S
S
Z
0.25

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A.87

Annotated as Lignan
(1 database hit)

Cn total / Phe 5

C2, C4: different treatments

C2 C4
0.4
(8]
=
@
'§ 0.3
&= Treatment
D02 = DON == Mock
N
=
S
’g 0.1 .
TR+ TR+
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
(5]
=
@©
©
5 0.3
= Genotype
3 . . = C2 = C4
N
g 0.2
) .
p
0.1 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00 .
8 L]
S 0.75
o
c
>
g Treatment
3 0.50 == DON == Mock
N
.(_g
E 0.25 =
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
S 0.75
I
2 Genotype
g 0.50 B c2 $ cM
E $ C4 $ Remus
:
S 0.25

12

24

48

96 0
Hours after treatment (hat)

48

96




MZ E 371.149
A 1 1 1 ******* RT | 17.93min
y Normalization : Directly via KPX samples.
Annotated as Flavonoid Cluster Cluster 3
(21 database hits) Cntotal/Phe: 21/

C2, C4: different treatments

12

24

48

C2 C4
0.4
(8]
=
©
203
>
&= Treatment
E 0.2 == DON == Mock
8
S
S o1
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.4
(5]
=
(]
03
>
g Genotype
© 02 = C2 == c4
=
£ .
S o1 .
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
€ 0.75
o
C °
>
g Treatment
7 090 == DON == Mock
N
=
£
5 0.25
Z
0.00 .
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 0.75
I
3 . ) Genotype
S 050 = C2 == CM
E $ C4 $ Remus
£ o
5 0.25
Z °
0.00 .&%Q

96 0 12 24 48 96
Hours after treatment (hat)



,,,,,,, MZ 0 3991413
A 99 fffffff RT . 165mn
" ‘Normalization | Directly via KPX samples
Annotated as others (Coumarins) QJQ?P?[WWE 777777777 Cluster3
(1 database hit) Cn total / Phe - 20 /
C2, C4; different treatments
C2 C4
1.00 .
3
< 0.75
©
c
>
&= Treatment
7 00 == DON == Mock
N
5
£
5 0.25
Z
0.00
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
1.00 .
3
S 0.75
©
c
3 L[]
g . Genotype
T 050 = C2 == C4
N L]
.('_E [
£
> 025
0.00 ’
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
0.8
3
S 06
©
c
>
g Treatment
g 04 == DON == Mock
N
g
£
S 0.2
Z
0.0 L —_—_ D
0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00 .
3
c 0.75
I
2 Genotype
= 050 = C2 == CM
E ’ o $ C4 $ Remus
g L]
S 0.25
pa E ' B
0.00 X *&?

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



A. 7S

Annotated as Flavonoid
(30 database hits)

Cn total / Phe

C2, C4: different treatments

48

96 0
Hours after treatment (hat)

48

96

C2 C4
0.75
[}
=
©
©
5
g 0.50 Treatment
5 == DON == Mock
N
8
€ 0.25
o
pd
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.75
[}
=
(]
©
5
8 050 Genotype
B = C2 == C4
8
€ 0.5
(@]
pd
0.00
12 24 48 926 0 12 24 48 926
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 0.75
©
5
g Treatment
8 0.50 == DON == Mock
8
£
’g 0.25
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
€ 075
I
3 Genotype
5 050 . = C2 == CM
E $ C4 $ Remus
S 0.25
pd
0.00



MZ E 521.202
A 4 4 ******* RT L 112mn
. Normalization : Directly via KPX samples.
Annotated as Lignan Cluster Cluster 3
(2 database hits) Cntotal/Phe ! 26/9

C2, C4: different treatments

C2 C4
0.8
(8]
Q06
@
o
c
>
2 04 Treatment
= == DON == Mock
N
=
% 0.2
p
0.0
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; different genotypes
DON Mock
0.8
(5]
2 06
@©
©
c
>
g Genotype
5 04 = C2 == C4
N
£
£
’CZS 0.2 ! i
0.0 ’
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
CM, Remus; different treatments
CM Remus
1.00
3
S 075
o
c
>
g Treatment
T 050 == DON == Mock
N
.(_E )
£
2025
0.00
12 24 48 96 0 12 24 48 96
Hours after treatment (hat)
DON, Mock; all four genotypes
DON Mock
1.00
3
S 075
I
2 Genotype
5 050 = C2 == CM
% E Ca $ Remus
S
g 0.25
0.00

12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



MZ E 137.0597
A 1 O 2 ******* RT | 1e81min
y Normalization | Directly via KPX samples

Annotated as Putative benzoic acid derivative Cluster Cluster 3
(1 database hit) Cntotal/Phe:  8/7

Normalized abundance

Normalized abundance

C2, C4: different treatments

C2 C4

0.5

o
N

o
w

Treatment

== DON == Mock

©
(N

©
=

0.0

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; different genotypes
o DON Mock

0.4

0.3
Genotype

= C2 == C4

0.2

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

0.1

0.0

Normalized abundance

Normalized abundance

CM, Remus: different treatments

CM Remus
1.00

0.75

Treatment

== DON == Mock

0.50

0.25

0.00 ¢

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)

DON, Mock; all four genotypes

DON Mock
1.00

0.75

Genotype
= C2 == CM
$ o7} $ Remus

0.50

0.25

0.00

0 12 24 48 96 0 12 24 48 96
Hours after treatment (hat)



