
1000	bp

30.5	kb

29.1	kb

30.3	kb

28.5	kb

30.0	kb

29.6	kb

27.1	kb

ICEHo 4788

ICEHo 4235-I

ICEHo 5012

ICEHo 4016

ICEHo 3631

ICEHo 132

ICEHo 35-I

1 3 5

M
ho
I

11 11
M
ho
J

M
ho
J

M
ho
G

M
ho
F

M
ho
E

14 15 16 17 18 12 19 21 22

M
ho
G

1 3 5 11 11

M
ho
H

M
ho
H

M
ho
F

M
ho
E

M
ho
C

14 15 16 17 18 12 19

M
ho
K

M
ho
A

M
ho
A

21 21 22M
ho
I

1 3 5 1111 11

M
ho
J

14 15 16 17 18 12 19 21 22

M
ho
I

M
ho
H

M
ho
G

M
ho
F

M
ho
E

M
ho
C

M
ho
K

M
ho
K

1 3 5 1111 14 15 16 17 18 12 19

M
ho
K

21 22

M
ho
I

M
ho
J

M
ho
J

M
ho
G

M
ho
F

M
ho
E

M
ho
C

19

M
ho
J

1 3 5 M
ho
I

11 11

M
ho
J

M
ho
H

M
ho
G

M
ho
E

M
ho
C

14 15 16 17 18 12 19

M
ho
K

21 22

M
ho
K

21

M
ho
J

1 3 5 11 14 15 16 17 18 12 19 21 2211

M
ho
I

M
ho
J

M
ho
G

M
ho
F

M
ho
E

M
ho
C

M
ho
K

1 3 5 M
ho
I

11 11 M
ho
J

M
ho
H

M
ho
G

M
ho
F

M
ho
E

M
ho
C

14 15 16 17 18 12 19

M
ho
K

21 22

Figure S1.Genetic organisationof ICEHos in seven fully sequenced strains ofM.hominis.

Homologous CDSs are indicated by the same color and the same numbers using the previously described nomenclature
of ICE CDSs. MhoA, MhoC, MhoD, MhoE, MhoF, MhoG, MhoH, MhoI, MhoJ, and MhoK are M. hominis ICE CDSs
that have not been reported in otherMICEs.CDSsharboring choppedcolor representpseudogenes.


