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Fig.S1 Binding site of mmu_circRNA_23433 VS mmu-miR-7242-5p, mmu_circRNA_008436 VS
mmu-miR-1934-5p and mmu_circRNA_40996 VS mmu-miR-344d-2-5p. The upper part is the sequence at the

junction of circRNA and the lower part is the sequence of miRNA.
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Fig.S2 Amplification plot, melt curve plot and standard curve of five circRNAs. A, mmu-circRNA-013703; B,

mmu-circRNA-008436; C, mmu-circRNA-010022; D, mmu-circRNA-23433; E, mmu-circRNA-40996
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A Kidneys (HE>400) B  Kidneys (HE>400)

Fig.S3 Morphological changes during GE intoxication. Groups: A, control group; B, GE group
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Fig.S4 Amplification Plot and relative expression of ADCY6, ATP1A3, EPHA2, GNG3, KITL and IGF1. *P

<<0.05, **P<<0.01, ***P<<0.001, versus control



Supplementary Table 1

Supplementary Table 1  Other significantly up/downregulated circRNAs and Gene Symbol

CircRNA Regulation  P-value foldchange circRNA type Chromosome Best transcript Gene Symbol

mmu_circR ]
up 0.02660 1.78 exonic chrl4 NM_001164503 Akapll
NA_27842
mmu_circR sense
up 0.01453 1.53 ) chr8 NM_199446 Phkb
NA_19495 overlapping
mmu_circR ]
up 0.04467 1.89 exonic chrll NM_146243 Actr2
NA_22927
mmu_circR ]
up 0.02396 1.74 exonic chr7 NM_010207 Fgfr2
NA_42366
mmu_circR )
up 0.02486 1.54 exonic chr8 NM_199446 Phkb
NA_012180
mmu_circR .
up 0.02785 1.55 exonic chril NM_021354 Drg2
NA_23433
mmu_circR .
up 0.01031 2.03 exonic chrl7 NM_175333 Slc25a41
NA_30663
mmu_circR .
up 0.03082 1.58 exonic chrl NM_001136104 AbI2
NA_21079
mmu_circR .
up 0.00695 1.85 exonic chr19 NM_145505 Fam160b1
NA_007735
mmu_circR .
up 0.01177 1.57 exonic chr7 NM_207302 Zranbl
NA_001644
mmu_circR .
up 0.01584 1.68 exonic chr8 NM_022309 Cbfb
NA_43389
mmu_circR .
up 0.04084 1.76 exonic chr3 NM_030732 Thbllxrl
NA_35148
mmu_circR .
up 0.02150 1.95 exonic chrl3 NM_027118 Cdk13
NA_26114
mmu_circR .
up 0.02135 1.97 exonic chrl5 NM_145470 Deptor
NA_28609
mmu_circR .
up 0.02441 1.54 exonic chrl NM_028250 Achd6
NA_21054
mmu_circR .
up 0.04043 1.71 exonic chr9 NM_144937 Usp3
NA_008057
mmu_circR .
up 0.03401 1.71 exonic chr7 NM_181517 Ipo7
NA_014539
mmu_circR sense
up 0.04766 1.64 ) chr9 NM_144937 Usp3
NA_19525 overlapping
mmu_circR .
up 0.02640 1.57 exonic chr4 NM_011884 Rngtt
NA_36616
mmu_circR .
down 0.02760 2.31 exonic chri8 NM_001110015 Wdr36

NA_31512
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mmu_circR
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mmu_circR
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mmu_circR
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NA_010231
mmu_circR
NA_38586
mmu_circR
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