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	Pathway Name
	Hita
	Enrichment Analysis
	Topology Analysis
Impact Value

	
	
	P Value
	Holm Pb
	

	Pyrimidine metabolism
	1/41
	< 0.001
	0.002
	0.008

	Pentose and glucuronate interconversions
	1/14
	0.016
	0.062
	[bookmark: OLE_LINK186][bookmark: OLE_LINK187][bookmark: OLE_LINK188]< 0.001

	Valine, leucine and isoleucine biosynthesis 
	1/11
	0.042
	[bookmark: OLE_LINK183][bookmark: OLE_LINK184]0.127
	0.333

	Valine, leucine and isoleucine degradation 
	1/38
	0.042
	0.127
	< 0.001

	Aminoacyl-tRNA biosynthesis
	1/67
	0.042
	0.127
	< 0.001


[bookmark: OLE_LINK83][bookmark: OLE_LINK84]a: The number of metabolites that matched in the KEGG pathway. b: The statistical P values that were further adjusted using the Holm-Bonferroni method.

