Supplementary data 1 
Four SNPs were identified from the cDNA sequences of Nile tilapia and blue tilapia. (A) Fasta data of cDNA sequences of Nile tilapia (N1 – N3) and blue tilapia (B1 – B3). (B) ClustalW analysis indicated four SNP sites (nucleotides 53, 327, 501 and 603) between Nile tilapia and blue tilapia in gene coding region. Red bold letters indicate the SNP sites.

(A)
>N1
[bookmark: _GoBack]TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCTCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
>N2
TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCCCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCGACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
>N3
TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCTCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGTAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
>B1
TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG
>B2
TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG
>B3
TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTGTCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCCATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTTGAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTCTGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTCCTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCTCTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACGGGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGACACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG


(B)
N2              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
N1              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
N3              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
B1              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
B2              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
B3              TCTGAGCCGCAAACAGAGCCTGAACTGATGCCAGCCATGAACTCAGTCGTCCTCCTGCTG
                ************************************************************

N2              TCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
N1              TCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
N3              TCGGTTGTGTGTTTGGGCGTCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
B1              TCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
B2              TCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
B3              TCGGTTGTGTGTTTGGGCGCCTCCTCTCAGCAGATCACAGACAGCCAGCGTTTGTTCTCC
                ******************* ****************************************

N2              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
N1              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
N3              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
B1              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
B2              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
B3              ATTGCAGTCAACAGAGTCACGCACCTGCACCTGCTCGCCCAGAGACTCTTCTCGGACTTT
                ************************************************************

N2              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
N1              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
N3              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
B1              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
B2              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
B3              GAGAGCTCTCTGCAGACGGAGGAGCAACGTCAGCTCAACAAAATCTTCCTGCAGGACTTC
                ************************************************************

N2              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
N1              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
N3              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
B1              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
B2              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
B3              TGCAACTCTGATTACATCATCAGCCCGATCGACAAACACGAGACGCAGCGCAGCTCGGTC
                ************************************************************

N2              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCCCT
N1              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCTCT
N3              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGTCGCTCT
B1              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCT
B2              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCT
B3              CTGAAGCTGCTGTCGATCTCCTATGGACTGGTTGAGTCCTGGGAGTTTCCCAGCCGCTCT
                ***************************************************** *** **

N2              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
N1              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
N3              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
B1              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
B2              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
B3              CTGTCTGGAGGTTCCTCTCTGAGGAACCAGATTTCACCAAGGCTGTCTGAGCTTAAAACG
                ************************************************************

N2              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGAC
N1              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGAC
N3              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGTAGAGAATTATCCTGACACCGAC
B1              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGAC
B2              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGAC
B3              GGAATCTTGCTGCTGATCAGGGCCAATCAGGATGAAGCAGAGAATTATCCTGACACCGAC
                ************************************* **********************

N2              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCGACGAATCGCTG
N1              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTG
N3              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTG
B1              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTG
B2              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTG
B3              ACCCTCCAGCACGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTG
                ***********************************************  ***********

N2              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
N1              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
N3              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
B1              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
B2              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
B3              AGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGGAGACCTAC
                ************************************************************

N2              CTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
N1              CTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
N3              CTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAG
B1              CTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG
B2              CTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG
B3              CTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAG
                ***************************** *********************



Supplementary data 2 
The third SNP site (nucleotide 501) identification by Sanger sequencing using genome DNA of Nile tilapia (N1 - N6), blue tilapia (B1 - B6) and hybrid (NB1 - NB6) showing in fasta data. Red bold letters indicate the third SNP sites (nucleotide 501).
>N1
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCAATAGCCAAAAGGAATAAAAAGGACCCGG
>N2
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGGAAAAAAAAACGGGA
>N3
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAAATAGGGATAAAAAGACGGG
>N4
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAAATAAGGAAAAAAAAGGCCGG
>N5
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGATAAAAAAGCCGT
>N6
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGCAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATACTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATTAGCAATAGGATAATAATGGCCCGGC
>B1
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATTAGCAATAGGAAAAAAGCCGGG
>B2
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGGCAAATAGGAATAATATAAAACGGGG
>B3
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGTTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCCAATAGGATAATAAGGCCCCGG
>B4
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGATATTTGAACCG
>B5
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATTAGCAATAGGAATAT
>B6
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGGAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAAATAGATAATAATGACCGGG
>NB1
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCAGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTACTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGATATAATGTCG
>NB2
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGGATAATTGACGG
>NB3
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTACTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATTAGCAATAGGAAAAC
>NB4
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGGATAA
>NB5
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTGCTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGAAAAA
>NB6
CGCTCCTTACGGAAACTATTATCAAAGTCTGGGAGGC/GAACGAATCGCTGAGACAAACTTATGAATTGCTGGCTTGCTTCAAGAAGGACATGCACAAGGTGAGGTAGTGGATAATGGTGATGTCACTGTGATGATGACAATGATGTAATGATGGTGAAGATGACATTTTTGTTGCAGGTGGAGACCTACCTGACGGTAGCTAAATGTCGACTCTCTCCGGAAGCAAACTGCACTCTGTAGCTCCACCTAATATTGATATTGATACGTACTCTGTAGCCCCACCCTCATGTTGGCAAACTCTGCTTACATGTGTTAGCATAGCAATAGGATAATATTGACGG


