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TR|G3R542|G3R542_GORGO         CWEEDPEKRPDFKKIETTLAKIFGLFHDQK-NESYMDTLIRRLQLYSRNLEHLVEERTQL 665 
TR|G1LVN9|G1LVN9_AILME         CWEEDPEKRPDFKKIESTLAKIFGLFHDQK-NESYMDTLIRRLQLYSRNLEHLVEERTQL 789 
TR|F1N5B2|F1N5B2_BOVIN         CWEEDPEKRPDFKKIENTLAKIFGLFHDQK-NESYMDTLIRRLQLYSRNLEHLVEERTQL 784 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU CWEEDPEKRPDFKKIESTLAKIFGLFHDQK-SESYMDTLIRRLQLYSRNLEHLVEERTQL 828 
TR|F6W2A3|F6W2A3_ORNAN         CWEEDPEKRPDFKKIESTLAKLYGNFHSQN-SESYMDTLIRRLQLYSRNLEHLVEERTEL 786 
TR|H0VCJ2|H0VCJ2_CAVPO         CWEEDPEKRPDFKKIENTLAKIFGLFHDQK-NESYMDTLIRRLQLYSRNLEHLVEERTQL 791 
SP|P25092|GUC2C_HUMAN          CWEEDPEKRPDFKKIETTLAKIFGLFHDQK-NESYMDTLIRRLQLYSRNLEHLVEERTQL 785 
TR|F7B751|F7B751_MONDO         CWEEDPEKRPDFKKIESTLAKLFSHFHSQNNNESYMDSLIRRLQLYSRNLEHLVEERTKL 661 
                               ****************.****::. **.*: .*****:********************:* 
 
TR|A0A3Q2L9C5|A0A3Q2L9C5_HORSE YKAERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 731 
TR|A0A452E207|A0A452E207_CAPHI YKAERDRADQLNFMLLPRLVVKSLKEKGFVEPELYEEVTVYFSDIVGFTTICKYSTPMEV 823 
TR|A0A2K5TZ15|A0A2K5TZ15_MACFA YKAERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 805 
TR|G3R542|G3R542_GORGO         YKAERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 725 
TR|G1LVN9|G1LVN9_AILME         YKAERDRADRLNFMLLPRLVVKSLKEKGIVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 849 
TR|F1N5B2|F1N5B2_BOVIN         YKAERDRADQLNFMLLPRLVVKSLKEKGFVEPELYEEVTVYFSDIVGFTTICKYSTPMEV 844 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU YKAERDRADRLNFMLLPRLVVKSLKEKGIVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 888 
TR|F6W2A3|F6W2A3_ORNAN         YKAERDRADRLNFMLLPRLVVKSLKETGLVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 846 
TR|H0VCJ2|H0VCJ2_CAVPO         YKAERDRADRLNFMLLPRPVVQSLKEKGIVEPELYEEVTVYFSDIVGFTTICKYSTPMEV 851 
SP|P25092|GUC2C_HUMAN          YKAERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 845 
TR|F7B751|F7B751_MONDO         YKAERDRADRLNFMLLPRLVVKSLKEKGFVEPELYEEVTIYFSDIVGFTTICKYSTPMEV 721 
                               *********:******** **:****.*:**********:******************** 
 
TR|A0A3Q2L9C5|A0A3Q2L9C5_HORSE VDMLNDIYKSFDHILDHHDVYKVETIGDAYMVASGLPKRNGNRHAVDIAKMALDILSFMG 791 
TR|A0A452E207|A0A452E207_CAPHI VDMLNDIYKNFDHILDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALDLLSFVG 883 
TR|A0A2K5TZ15|A0A2K5TZ15_MACFA VDMLNDIYKSFDHIVDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALEILSFMG 865 
TR|G3R542|G3R542_GORGO         VDMLNDIYKSFDHIVDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALEILSFMG 785 
TR|G1LVN9|G1LVN9_AILME         VDMLNDIYKSFDHILDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALDILSFMG 909 
TR|F1N5B2|F1N5B2_BOVIN         VDMLNDIYKNFDHILDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALDLLSFVG 904 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU VDMLNDIYKSFDHILDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALDILSFMG 948 
TR|F6W2A3|F6W2A3_ORNAN         VDMLNDVYMSFDHILDHHDVYKVETIGDAYMVASGLPKRNGHRHAVDIAKMALDILSFMG 906 
TR|H0VCJ2|H0VCJ2_CAVPO         VDMLNDLYKSFDQIVDHHDVYKVETIGDAYVVASGLPTRNGNRHAIDISKMALDILSFIG 911 
SP|P25092|GUC2C_HUMAN          VDMLNDIYKSFDHIVDHHDVYKVETIGDAYMVASGLPKRNGNRHAIDIAKMALEILSFMG 905 
TR|F7B751|F7B751_MONDO         VDMLNDIYKSFDHILDHHDVYKVETIGDAYMVASGLPERNGNRHAVDIAKMALDILSFMG 781 
                               ******:* .**:*:***************:****** ***:***:**:****::***:* 
 
TR|A0A3Q2L9C5|A0A3Q2L9C5_HORSE TFELEHLPDLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 851 
TR|A0A452E207|A0A452E207_CAPHI TFELEHLPGLPIWIRIGIHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 943 
TR|A0A2K5TZ15|A0A2K5TZ15_MACFA TFELEHLPGLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 925 
TR|G3R542|G3R542_GORGO         TFELEHLPGLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 845 
TR|G1LVN9|G1LVN9_AILME         TFQLEHLPGLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 969 
TR|F1N5B2|F1N5B2_BOVIN         TFELEHLPGLPIWIRIGIHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 964 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU TFELEHLPGLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 1008 
TR|F6W2A3|F6W2A3_ORNAN         SFELRHLPGLPVWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 966 
TR|H0VCJ2|H0VCJ2_CAVPO         TFELEHLPGLPVWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHMS 971 
SP|P25092|GUC2C_HUMAN          TFELEHLPGLPIWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 965 
TR|F7B751|F7B751_MONDO         TFELQHLPGLPVWIRIGVHSGPCAAGVVGIKMPRYCLFGDTVNTASRMESTGLPLRIHVS 841 
                               :*:*.***.**:*****:****************************************:* 
 
TR|A0A3Q2L9C5|A0A3Q2L9C5_HORSE GSTISILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKDQEYNLPTPPTVENQQRLQAE 911 
TR|A0A452E207|A0A452E207_CAPHI GSTIAILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKDQEYNLPTPPTAENQQRLQAE 1003 
TR|A0A2K5TZ15|A0A2K5TZ15_MACFA GSTIAILKRTECQFLYEVRGETYLKGRGNETTYWLTGMKDQKFNLPTPPTVENQQRLQAE 985 
TR|G3R542|G3R542_GORGO         GSTIAILKRTECQFLYEVRGETYLKGRGNETTYWLTGMKDQKFNLPTPPTVENQQRLQAE 905 
TR|G1LVN9|G1LVN9_AILME         GSTIAILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKGQEYTLPIPPTVENQQRLQAE 1029 
TR|F1N5B2|F1N5B2_BOVIN         GSTIAILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKDQEYNLPTPPTAENQQRLQAE 1024 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU GSTIAILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKGQEYNLPTPPTVENQQRLQAE 1068 
TR|F6W2A3|F6W2A3_ORNAN         GSTIAILKRTQCQFLYEVRGETFLKGKGTETTFWLTGMKHQEYNLPTPPSVENQQRLQAE 1026 
TR|H0VCJ2|H0VCJ2_CAVPO         SSTIAILKRVQCQFLYEMRGETYLKGKGTETTYWLTGMKDQEYNLPTPPTVENQQRLQAE 1031 
SP|P25092|GUC2C_HUMAN          GSTIAILKRTECQFLYEVRGETYLKGRGNETTYWLTGMKDQKFNLPTPPTVENQQRLQAE 1025 
TR|F7B751|F7B751_MONDO         GSTIAILKRTECQFLYEVRGETYLKGRGTETTYWLTGVKEQEYTLPTPPSVENQQHLQAE 901 
                               .***:****.:******:****:***:*.***:****:* *::.** **:.****:**** 
 



TR|A0A3Q2L9C5|A0A3Q2L9C5_HORSE FSDMIANSLQKRQASGIRSRKPTRIASYKKGTLEYLQLDTTDQESTHF- 959 
TR|A0A452E207|A0A452E207_CAPHI FADMIASSLQKRQALGIRNRKPTRVASYKKGTLEYLQLNTTDNESTHF- 1051 
TR|A0A2K5TZ15|A0A2K5TZ15_MACFA FSDMIANSLQKRQAAGIRSQKPRRVASYKKGTLEYLQLNTTDKESTYF- 1033 
TR|G3R542|G3R542_GORGO         FSDMIANSLQKRQAAGIRSQKPRRVASYKKGTLEYLQLNTTDKESTYF- 953 
TR|G1LVN9|G1LVN9_AILME         FSDMLANSLQKRQAAGIRSRKPTRVASYKRGTLEYLQLNTTDKENTQV- 1077 
TR|F1N5B2|F1N5B2_BOVIN         FADMIASSLQKRQALGIRNRKPTRVASYKKGTLEYLQLNTTDNESTHF- 1072 
TR|A0A3Q7S8U5|A0A3Q7S8U5_VULVU FSDMLANSLQKRQAAGIRSRKPTRVASYKKGTLEYLQLNTTDKEIPPAN 1117 
TR|F6W2A3|F6W2A3_ORNAN         FSNMITESLRKRQAEGFKRQKPSRVASYREGSLQYLQVATPDHSSGTYL 1075 
TR|H0VCJ2|H0VCJ2_CAVPO         FSDMITNSLQKRQATGIKSRKPARVASYKKGTLEYLQLNTTDQDSTYF- 1079 
SP|P25092|GUC2C_HUMAN          FSDMIANSLQKRQAAGIRSQKPRRVASYKKGTLEYLQLNTTDKESTYF- 1073 
TR|F7B751|F7B751_MONDO         FSNMIVESLQKRQAQGLANQKPRRVASYKKGSLEYLHLNTTNDNNTYF- 949 
                               *::*:..**:**** *:  :** *:***:.*:*:**:: * :..      
 
 

Suppemental figure 1. Alignment of guanylate cyclase protein sequences using ClustalW2. Highlighted areas indicate: 
 Signal peptide,  Guanylate cyclase domain,  Protein kinase domain. Asterisk (*) indicate sequence identity, colon 
(:) indicates strongly similar properties and period (.) indicates weakly similar properties. 
 
 


