
Supplemental Figure 1: Phylogenetic analysis for the identification ot the IAMT1 orthologs 

candidates in Solanum Lycopersicum. Only genes Solyc07g64990 and Solyc12g14500 were 

grouped with the other plant IAMT1 (Brassica rapa: LOC103844968; Medicago truncatula: 

Medtr3g054330). 



Supplemental Figure 2. Sequencial steps for sgRNA cloning (multiplexing) and generation of sgRNA transcriptional units in pDGB3 

vectors.  
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Supplemental Figure 3. Sequencial steps to assemble all transcriptional units needed for each final vector for plant 

transformation.   
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Supplemental Figure 4. DsRED signal in T2 segregants seeds from different independent lines of rice and 

tomato. We observed a similar embryo homogeneous pattern of DsRED signal in all tomato lines. In rice, DsRED 

signal can be observed in embryo and/or endosperm, and we have observed differences in the pattern of DsRED 

signal in different lines. 
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Supplemental Figure 5. A) Detection of big deletions in Arabidopsis. Agarose electrophoresis of PCR 

amplification of IAMT1 sgRNA target genomic region from T2 plants of Arabidopsis lines 3 (del240) and 

5 (del193). White arrows mark the lanes showing a lower size band, indicating the presence of a big 

deletion. In a few cases a doble band is observed, which indicates an heterozygous individual for the 

deletion. B) Sequence alignment of deletions "del193" and "del240". In red 5'UTR, in blue first exon, in 

light green first intron and deleted sequence is indicated with dark green dashes. In del193 6 

nucleotides "TGGATC" (in orange) are inserted between deletion limits that did not corresponde with 

anything in deleted sequence though interestingly it corresponde with a sequence in the 5'UTR but in 

inverted orientation (orange line). CRISPR targets are indicated by red lines and PAM with green line. 
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Supplemental Table 1. Selected CRISPR target sequences. 



Supplemental Table 2. GB parts generated in this study. Sequences are accessible at GB 

cloning website using the GB database ID. 



Supplemental Table 3. GB parts used in this study. Sequences are accessible at GB 

cloning website using the GB database ID. 



Supplemental Table 4. Primers used in this work. 



Supplemental Table 5. Genotype and mutations of the tomato T2 plants used in this work.  



Supplemental Table 6.  Genotype and mutations of the rice T2 plants used in this work.   



Supplemental Table 7. Genotype and mutations of the arabidopsis T2 plants from Line 1 used in 

this work.  



Supplemental Table 8. Genotype and mutations of the arabidopsis T2 plants from Line 2 used in 

this work.   



Supplemental Table 9. Genotype and mutations of the arabidopsis T2 plants from Line 3 used in 

this work.    



Supplemental Table 10. Genotype and mutations of the arabidopsis T2 plants from Line 5 used in 

this work.    




