Table S2. Statistic of WGBS-seq for each sample.
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	[bookmark: _Hlk480205847]DR-CS
	124169112
	15.52
	42117232
	67.84
	89.71
	78.39
	0.01

	DS-CS
	106861170
	13.36
	31848605
	59.61
	89.05
	72.78
	0.01
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