
GO:0003006

developmental proces...

0.003391

34 / 92

GO:0006139

nucleobase−containin...

0.000101

1319 / 6086

GO:0006351

transcription, DNA−t...

0.018652

731 / 3391

GO:0006355

regulation of transc...

0.043659

651 / 3036

GO:0006725

cellular aromatic co...

5.76e−05

1383 / 6383

GO:0006807

nitrogen compound me...

3.65e−05

1591 / 7392

GO:0007275

multicellular organi...

NA

95 / 360

GO:0007530

sex determination

2.18e−13

31 / 38

GO:0007531

mating type determin...

2.18e−13

31 / 38

GO:0007532

regulation of mating...

2.18e−13

31 / 38

GO:0008150

biological_process

NA

3981 / 20309

GO:0008152

metabolic process

0.001961

2707 / 13231

GO:0008544

epidermis developmen...

5.08e−08

22 / 29

GO:0009058

biosynthetic process

NA

1335 / 6522

GO:0009059

macromolecule biosyn...

NA

1070 / 5194

GO:0009888

tissue development

NA

26 / 82

GO:0009889

regulation of biosyn...

0.033425

664 / 3088

GO:0009891

positive regulation ...

0.000131

63 / 181

GO:0009893

positive regulation ...

0.012213

100 / 374

GO:0009987

cellular process

NA

3139 / 15957

GO:0010467

gene expression

6.80e−05

1076 / 4856

GO:0010468

regulation of gene e...

0.041976

672 / 3130

GO:0010556

regulation of macrom...

0.030372

664 / 3082

GO:0010557

positive regulation ...

0.000131

63 / 181

GO:0010604

positive regulation ...

0.000589

67 / 206

GO:0010628

positive regulation ...

0.000453

62 / 185

GO:0016070

RNA metabolic proces...

3.18e−05

962 / 4296

GO:0018130

heterocycle biosynth...

NA

882 / 4212

GO:0019219

regulation of nucleo...

0.022411

665 / 3081

GO:0019222

regulation of metabo...

NA

718 / 3401

GO:0019438

aromatic compound bi...

0.030787

877 / 4159

GO:0022414

reproductive process

NA

55 / 246

GO:0030154

cell differentiation

0.048589

44 / 150

GO:0031323

regulation of cellul...

0.030372

709 / 3309

GO:0031325

positive regulation ...

0.004997

98 / 355

GO:0031326

regulation of cellul...

0.030372

664 / 3082

GO:0031328

positive regulation ...

0.000131

63 / 181

GO:0032501

multicellular organi...

NA

193 / 889

GO:0032502

developmental proces...

0.017289

153 / 616

GO:0032774

RNA biosynthetic pro...

0.022801

737 / 3429

GO:0034641

cellular nitrogen co...

1.42e−05

1527 / 7045

GO:0034645

cellular macromolecu...

NA

1059 / 5146

GO:0034654

nucleobase−containin...

0.034852

817 / 3872

GO:0043170

macromolecule metabo...

0.000227

1974 / 9404

GO:0043588

skin development

NA

22 / 29

GO:0044237

cellular metabolic p...

0.003391

2173 / 10534

GO:0044238

primary metabolic pr...

0.003141

2264 / 10988

GO:0044249

cellular biosyntheti...

NA

1277 / 6200

GO:0044260

cellular macromolecu...

0.000713

1772 / 8418

GO:0044271

cellular nitrogen co...

0.018730

1027 / 4880

GO:0044699

single−organism proc...

NA

2428 / 12615

GO:0044702

single organism repr...

NA

47 / 191

GO:0044707

single−multicellular...

NA

181 / 782

GO:0044763

single−organism cell...

NA

2000 / 10215

GO:0044767

single−organism deve...

NA

152 / 603

GO:0045165

cell fate commitment

2.18e−13

31 / 38

GO:0045893

positive regulation ...

0.000720

58 / 173

GO:0045895

positive regulation ...

2.18e−13

31 / 38

GO:0045935

positive regulation ...

0.000589

59 / 175

GO:0046483

heterocycle metaboli...

0.000155

1377 / 6393

GO:0048513

organ development

NA

26 / 39

GO:0048518

positive regulation ...

0.007247

113 / 424

GO:0048522

positive regulation ...

0.002234

111 / 401

GO:0048731

system development

NA

27 / 49

GO:0048856

anatomical structure...

NA

65 / 287

GO:0048869

cellular development...

NA

56 / 225

GO:0050789

regulation of biolog...

NA

1450 / 7410

GO:0050794

regulation of cellul...

NA

1425 / 7264

GO:0051171

regulation of nitrog...

0.018730

671 / 3104

GO:0051173

positive regulation ...

0.000131

63 / 181

GO:0051252

regulation of RNA me...

0.034852

654 / 3042

GO:0051254

positive regulation ...

0.000720

58 / 173

GO:0060255

regulation of macrom...

0.016132

692 / 3201

GO:0060429

epithelium developme...

0.009548

24 / 61

GO:0065007

biological regulatio...

NA

1501 / 7615

GO:0071704

organic substance me...

0.000775

2374 / 11488

GO:0080090

regulation of primar...

0.008445

696 / 3196

GO:0090304

nucleic acid metabol...

0.000137

1166 / 5342

GO:1901360

organic cyclic compo...

0.000116

1392 / 6452

GO:1901362

organic cyclic compo...

NA

891 / 4263

GO:1901576

organic substance bi...

NA

1297 / 6294

GO:1902680

positive regulation ...

0.000720

58 / 173

GO:2000112

regulation of cellul...

0.034852

661 / 3076

GO:2001141

regulation of RNA bi...

0.034852

654 / 3042


