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Supplementary Figures 
[bookmark: _GoBack]From the same 16S rRNA sequencing data used to generate the family level heatmaps found in the main text of the manuscript, we also generated two genus level heatmaps as supporting data for the findings of this study. 
Supplementary Figure A1
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Supplementary Figure A1. Genus level heatmap (sorted by hierarchy). Displays the taxa identified in mouse fecal homogenates by hierarchy. Heatmaps were generated representing the relative abundance of taxa assigned to OTUs at the genus level. The columns were sorted by the treatment type, individual mouse, and day post-treatment.
Supplementary Figure A2
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Supplementary Figure A2. Genus level heatmap (sorted by time). Displays the taxa identified in mouse fecal homogenates in chronological order of experiment days. Heatmaps were generated representing the relative abundance of taxa assigned to OTUs at the genus level. The columns were sorted by the treatment type, individual mouse, and day post-treatment.
2

3

image1.png
Anaeroplasma

Acinetobacter

Eggerthella
Mucispirillum
Anaerofustis
Dorea
Novosphingobium
Anaerotruncus
Dehalobacterium
Butyricicoccus
[Eubacterium]
Staphylococeus
Akkermant
Adle
Ruminococcus

utzia

Oscillospira
Clostridium

Coprococeus

[Ruminococeus]
Anaerostipes
Candidatus
Roseburia

red-4
Escherichia
Enterococcus
Lactobacillus

d
Bifidobacterium

Unclassi

Parabacteroides

Bacteroides

0

0.02

004 005

0.07

7.92

23.59 3926 5493

PBS FOP.

AMP

S —
Day0 Day 1 Day$ Day 10

g





image2.png
Anaeroplasma
Acinetobacter
Eggerthella
Mucispirillum
Anacrofustis
Dorca
Novosphingobium
Anaerotruncus
Dehalobacterium
Butyricicoccus
[Eubacterium]
Staphylococeus
Akker
Adlercreutzia

nansia

Ruminococeus
Oscillospira
Clostridium
Coprococeus
[Rur
An:

c

ococeus]

rostipes

andidatus

Roscburia
red-4

Eschel
Enteroco

Lactobacillus|
ed

Bifidobacterium

Unclas:

Parabacteroides

Bacteroides

0.02

004

0.05

007

7.92

23.59

396

5493

PBS

FOP.

AMP

e —
Day0 Day | Day 5 Day 10

|

=g

Y]]

.





image3.jpeg
’ frontiers




