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Figure S3. An illustration of potential problems associated with mapping of bisulfite reads to repetitive subregions of IGS. (A) Methylation plot versus

IGS1-55-1GS2 subregions of the P. formosum rDNA unit. (B) Dot plot self to self comparison of the IGS1-55-IGS2 sequence. Note, highly repetitive region
immediately downstream of the 55 rRNA gene. (C) Read coverage graph along the 1GS1-55-1GS2 subregion.



