Supplementary Table S2 Primer sequences, annealing temperatures (TA), and lengths of consensus sequences for the four chloroplast intergenic spacers used in this study.

	Primer
	Primer sequence (5'-3')
	TA (°C)
	Length (bp)
	Reference

	atpB-rbcL
	F:TAGTTTCTGTTTGTGGTGACAT
R:AAGTAGTAGGATTGGTTCTCAT
	55
	718
	Okaura et al., 2007

	psbA-trnH
	F:ACGGGAATTGAACCCGCGCA
R:TATTATTAACCGTGCTAACC
	57
	639
	Okaura et al., 2007

	trnS(GCU)-
trnG(UCC)
	F:GCCGCTTTAGTCCACTCAGC
R:GAACGAATCACACTTTTACCAC
	60
	607
	Hamilton, 1999

	trnS(GCU)-
trnT(GGU)
	F:GAGATGGCCGAGTGGTTGAA
R:CCCGCTTAGCTCAGAGGTTAGAG
	60
	902
	Kanno et al., 2004
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