Supplementary Tables and Figures



Table S1: Plant growth-promotion traits of selected bacteria. + means the strain scored positive on the corresponding test, – means it scored negative. P = phosphorous solubilization, N = nitrogen fixation, IAA = indole-3-acetic acid production, Sid = siderophores production, Acet = acetoin production, OA = organic acids production and ACC = aminocyclopropane-1-carboxylic acid deaminase activity.
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[bookmark: _GoBack]Figure S1: Phylogenetic tree of the 16S rRNA gene sequences of the isolated bacteria using the Maximum Likelihood method and Tamura-Nei model (Tamura K. and Nei M., 1993). The percentage of trees in which the associated taxa clustered together is shown next to the branches, based on 500 bootstrap replicates. Initial trees for the heuristic search were obtained automatically by applying Neighbor-Join and BioNJ algorithms to a matrix of pairwise distances estimated using the Maximum Composite Likelihood (MCL) approach in MEGA X, and then selecting the topology with superior log likelihood value. The tree is drawn to scale, with branch lengths measured in the number of substitutions per site. Bar shows 0.050 substitutions per nucleotide position. The analysis involved 54 nucleotide sequences. Codon positions included were 1st+2nd+3rd+noncoding. There were a total of 1373 positions in the final dataset. Evolutionary analyses were conducted in MEGA X (Kumar et al., 2018).
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Bacterial strain Sampling origin P N IAA Sid Acet OA ACC

Bacillus amyloliquefaciens IJ_4_H1 topsoil grassland 0 0 0 1 1 0 0

Bacillus sp. IJ_4_B5 topsoil grassland 1 1 1 1 0 0 0

Leifsonia sp. IJ_4_F4 topsoil grassland 1 0 0 1 0 0 0

Paenibacillus polymyxa IJ_4_C7 topsoil grassland 0 1 1 1 0 0 0

Paenibacillus sp. IJ_4_E6 topsoil grassland 1 1 0 0 0 1 0

Rhodanobacter sp. IJ_4_F10 topsoil grassland 0 0 1 1 0 0 0

Staphylococcus warneri IJ_4_H2 topsoil grassland 1 0 1 1 0 0 0

Pseudomonas sp. IJ_4_A2 root endophyte poplar 'Vesten' 1 0 1 1 0 0 0

Rhizobium sp. IJ_4_A11 root endophyte poplar 'Vesten' 1 0 0 1 1 0 0

Pseudomonas sp. IJ_4_D1 root endophyte grass 0 0 0 1 0 1 0

Pseudomonas sp. IJ_4_H7 root endophyte grass 1 1 0 1 0 0 0

Bacillus ginsengihumi IJ_4_A5 rhizosphere soil poplar 'Vesten' 1 1 1 1 0 0 0

Paenibacillus polymyxa IJ_4_G5 rhizosphere soil poplar 'Vesten' 0 0 0 1 0 1 0

Paenibacillus sp. IJ_4_E3 rhizosphere soil poplar 'Vesten' 0 0 1 1 1 0 0

Serratia sp. IJ_4_A7 rhizosphere soil poplar 'Vesten' 1 1 1 1 1 0 0

Sphingopyxis sp. IJ_4_D10 rhizosphere soil poplar 'Vesten' 1 0 1 1 0 1 0

Rhizobium sp. IJ_4_B9 rhizosphere soil grass 1 0 1 1 0 0 0

Arthrobacter sp. IJ_1_A5 -1 m grassland 1 1 1 0 0 0 1

Arthrobacter sp. IJ_1_E8 -1 m grassland 0 0 1 0 0 0 0

Arthrobacter sp. IJ_2_C2 -1 m grassland 1 0 1 0 0 0 1

Arthrobacter sp. IJ_3_E9 -1 m grassland 1 1 1 0 0 0 1

Arthrobacter sp. IJ_3_H3 -1 m grassland 1 0 1 1 0 0 0

Bacillus sp. IJ_1_H4 -1 m grassland 0 0 0 0 0 0 0

Burkholderia sp. IJ_1_A7 -1 m grassland 1 0 1 1 0 0 0

Burkholderia sp. IJ_1_H6 -1 m grassland 1 0 1 0 0 0 0

Kocuria rhizophila IJ_2_C1 -1 m grassland 1 1 1 1 1 0 1

Leifsonia sp. IJ_3_F9 -1 m grassland 1 0 1 0 0 0 0

Mucilaginibacter sp. IJ_1_H8 -1 m grassland 0 0 1 0 0 0 0

Sporosarcina sp. IJ_3_B5 -1 m grassland 0 0 0 0 0 1 0

Staphylococcus warneri IJ_1_E9 -1 m grassland 0 0 0 1 0 0 1

Streptomyces sp. IJ_1_A6 -1 m grassland 0 0 0 0 0 0 0

Streptomyces sp. IJ_1_D5 -1 m grassland 0 0 1 0 0 0 0

Arthrobacter sp. IJ_1_E12 -1.5 m grassland 0 0 1 0 0 1 1

Arthrobacter sp. IJ_3_E5 -1.5 m grassland 1 0 1 0 0 0 1

Burkholderia sp IJ_2_B1 -1.5 m grassland 0 0 1 1 0 0 0

Burkholderia sp. IJ_1_H10 -1.5 m grassland 1 0 0 1 1 0 0

Burkholderia sp. IJ_3_H7 -1.5 m grassland 0 0 1 1 1 0 0

Flavobacterium sp. IJ_3_E11 -1.5 m grassland 0 0 0 0 0 0 0

Kocuria rhizophila IJ_2_B3 -1.5 m grassland 0 1 1 0 0 0 1

Paenibacillus sp. IJ_1_A10 -1.5 m grassland 1 0 1 0 0 0 0

Sphingomonas sp. IJ_1_F3 -1.5 m grassland 0 0 1 0 0 0 0

Streptomyces sp. IJ_1_A8 -1.5 m grassland 0 1 1 0 0 0 0

Streptomyces sp. IJ_1_A9 -1.5 m grassland 0 1 1 1 1 1 0

Streptomyces sp. IJ_1_E11 -1.5 m grassland 0 0 0 0 0 1 0

Streptomyces sp. IJ_3_A6 -1.5 m grassland 1 0 1 0 0 0 0

Arthrobacter sp. IJ_3_D8 -2 m grassland 1 0 0 0 0 1 0

Bacillus sp. IJ_1_E4 -2 m grassland 0 0 1 1 0 0 0

Bacillus sp. IJ_3_C4 -2 m grassland 0 1 1 1 1 0 0

Bacillus sp. IJ_3_F3 -2 m grassland 1 0 1 1 1 1 0

Burkholderia sp. IJ_1_B1 -2 m grassland 1 0 0 0 0 0 0

Burkholderia sp. IJ_2_A4 -2 m grassland 1 0 1 0 0 0 0

Chitinophaga sp. IJ_2_B9 -2 m grassland 0 0 0 0 0 0 0

Kitasatospora sp. IJ_1_F6 -2 m grassland 0 0 0 0 0 0 0

Lysinibacillus sp. IJ_3_A9 -2 m grassland 0 0 1 0 0 0 0

Mucilaginibacter sp. IJ_2_C12 -2 m grassland 0 0 1 0 0 0 0

Mycobacterium sp. IJ_3_H1 -2 m grassland 0 0 1 1 0 0 0

Rhizobium sp. IJ_3_H11 -2 m grassland 1 0 1 1 1 1 0

Sphingomonas sp. IJ_1_F4 -2 m grassland 0 0 1 0 0 0 0

Streptomyces sp. IJ_1_G12 -2 m grassland 0 0 1 0 1 1 0

Streptomyces sp. IJ_1_H2 -2 m grassland 0 0 0 0 0 0 0

Variovorax sp. IJ_1_B5 -2 m grassland 0 0 0 0 0 0 1
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