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We have carried on two additional pseudo-time methods Wanderlust [1] and SCUBA [2] to reconstruct the pseudo trajectory of single cells without branch respectively. The difference of the two methods is more obvious than the results discussed in main text:
(i) For cancer cells, Wanderlust shown clear cell types/groups on the cell order in data GSE69405, meanwhile, SCUBA shown better discrimination of cell types on cell order in data GSE73121;
(ii) For Diabetes cells, Wanderlust and SCUBA seem to both have better performance on data GSE81608 than those on data GSE83139.
[bookmark: _GoBack]Thus, these additional results supported again, in the pseudo-time analysis, consensus performance of dissimilar methods is low.


Parameters:
Wanderlust:
Preprocessed by PCA to reduce the dimensions to: 50
Other parameters: Default

SCUBA:
All parameters: Default
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