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a. QQ-plot from discovery analysis. The genomic inflation rate () was 1.375. The p-values show noticeable inflation, especially when significance level is smaller. The gene-based tests are known to have higher inflation rate which could be due to interpopulation distribution of rare variants or joint allelic distribution in two populations (1). 
b. QQ-plot from replication analysis. The genomic inflation rate () was 1.152. 
























Supplementary Figure 2. QQ-plot for pathway based rare variant analysis using SKAT-O
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The genomic inflation rate () for pathway (KEGG) based rare variant analysis was 1.039.


The source code, software information and commands used in this can be found at
https://github.com/dokyoonkim99/EMCA_rare_variant
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