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D_4__Ruminococcaceae
D_4__Lachnospiraceae

D_4__Clostridiales vadinBB60 group
D_4__Lactobacillaceae

D_4__Burkholderiaceae
D_4__Bacteroidaceae

D_4__Enterobacteriaceae
D_4__uncultured rumen bacterium

D_4__Defluviitaleaceae
D_4__Peptostreptococcaceae

D_4__Staphylococcaceae
D_4__Enterococcaceae
D_4__Eggerthellaceae

D_4__Bifidobacteriaceae
D_3__Mollicutes RF39
D_4__Eubacteriaceae

D_4__Erysipelotrichaceae
D_4__Clostridiaceae 1

D_4__Christensenellaceae
D_4__Atopobiaceae

y2numerator taxa (193 taxa)
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D_4__Bacillaceae
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D_4__Peptostreptococcaceae

D_4__Firmicutes bacterium CAG:822

D_4__Coriobacteriaceae

D_4__Peptococcaceae

D_4__Erysipelotrichaceae

D_4__Enterococcaceae

y2denominator taxa (62 taxa)


